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RESUMO

Com uma diversidade de aproximadamente 1.400 espécies, 181 com ocorréncia no Brasil, a
ordem quiroptera é a segunda ordem mais diversa entre os mamiferos. Esses organismos
desempenham diversos papeis ecoldgicos, provendo importantes servigos ecossistémicos aos
humanos. Entretanto, mudancas no clima e no uso da terra, mineracao, alteracdo e fragmentacéo
de habitats e outros disturbios ocasionados por questdes antrépicas estdo potencializando
processos de extingdo, mudancas de distribuicdes geogréaficas e alteracdes fenoldgicas das
espécies em ritmo acelerado. Diante disso, Modelos de Distribuicdo de Espécies (SDM’s) tém
sido utilizados como método para lidar com uma variedade de problemas relacionados a
conservacao bioldgica, somado ao empenho global para assegurar a biodiversidade e seus
servigos ecossistémicos atraves da criacdo e estabelecimento das Unidades de Conservacao
(UC), acrescido das Terras Indigenas (TI). Porém, lacunas de conhecimento, como o
taxondmico ou de distribuicdo geografica sdo desafios para efetivacdo de estratégias de
conservagdo nas areas destinadas a conservagdo (UC’s e TI), além do que a localizacdo desses
espacos era definida de forma arbitraria ou baseada em interesses econémicos e/ou politicos.
Dessa forma, avaliamos a contribuicdo das UC’s brasileiras, diferenciando as Unidades de
Protecdo Integral (UPI), Unidade de Uso Sustentavel (UUS) e Terras Indigenas (TIs) para a
protecdo das espécies e dos servicos ecossistémicos prestados por morcegos com ocorréncia no
Brasil, além de espacializar através de mapas os valores de riqueza de espécie total e por guilda
tréfica e a distribuicdo potencial das espécies classificadas como Data Deficient pela
International Union for Conservation of Nature (IUCN). Nossos resultados apontaram
distribuicdo de morcegos em todo territorio brasileiro, com maior riqueza na Amazonia e Mata
Atlantica, justificado a partir da heterogeneidade dos habitats encontrados nos biomas
supramencionados, chamando atencdo para conservacdo desses ambientes. Nota-se baixos
valores (%) de UC’s e TI’s em areas com potencial distribuicdo de morcegos, sobretudo para
guildas de insetivoros, nectarivoros, frugivoros, no Cerrado e classificados como Near
Threatened, colocando em risco 0s recursos ecossistémicos a eles atribuidos. Percebe-se,
portanto, a necessidade de um planejamento sistematico da conservacdo com intuito de
subsidiar tomadas de decisdes para criar e/ou expandir Unidades de Conservacdo para a
manutencdo da diversidade e servicos ecossistémicos providos por morcegos.

Palavras-chave: Morcegos, Unidades de Conservacdo, Servicos ecossistémicos, Modelagem
de distribuicdo de espécies.



ABSTRACT

With a diversity of approximately 1,400 species, 181 of which occur in Brazil, the chiroptera
order is the second most diverse order of mammals. These organisms play several ecological
roles, providing important ecosystem resources to humans. However, changes in climate and
land use, mining, alteration and fragmentation of habitats and other disturbances caused by
anthropic issues are boosting extinction processes, changes in geographic distributions and
phenological changes of species at an accelerated pace. In view of this, Species Distribution
Models (SDM's) have been used as a method to deal with a variety of problems related to
biological conservation, in addition to the global effort to ensure biodiversity and its ecosystem
services through the creation and establishment of Conservation Units (UC), plus Indigenous
Lands (TI). However, gaps in knowledge, such as the taxonomic or geographic distribution, are
challenges for the implementation of conservation strategies in the areas destined for
conservation (UC's and TI), in addition to the fact that the location of these spaces was
arbitrarily defined or based on economic interests and /or politicians. In this way, we evaluated
the contribution of Brazilian UC's, differentiating the Integral Protection Units (UPI),
Sustainable Use Unit (UUS) and Indigenous Lands (TIs) for the protection of species and
ecosystem services provided by bats that occur in Brazil, in addition to spatializing through
maps the values of total species richness and by trophic guild and the potential distribution of
species classified as Data Deficient by the International Union for Conservation of Nature
(IUCN). Our results showed distribution of bats throughout the Brazilian territory, with greater
richness in the Amazon and Atlantic Forest, justified by the heterogeneity of the habitats found
in the aforementioned biomes, calling attention to the conservation of these environments; We
noticed low values (%) of UC's and TlI's in areas with potential distribution of bats, especially
for guilds of insectivores, nectarivores, frugivores, in the Cerrado and classified as Near
Threatened, putting at risk the ecosystem resources assigned to them. We note, therefore, the
need for Systematic Conservation Planning in order to support decision-making to create and/or
expand Conservation Units to maintain the diversity and ecosystem services provided by bats.

Keywords: Bats, Conservation Units, Ecosystem services, Species distribution modeling.
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INTRODUCAO

Com uma diversidade de 1.456 espécies reconhecidas (Simmons e Cirranello, 2022),
181 com ocorréncia no Brasil (Garbino et al., 2020), a ordem quirOptera € a segunda mais
diversa entre os mamiferos e ocorrendo em todo o globo, com excecdo apenas dos polos
(Simmons e Cirranello, 2020). A grande diversidade taxonémica é acompanhada pela
diversidade de hébitos, tanto alimentares quanto no uso dos ambientes, seja para abrigo ou
forrageamento (Schnitzler e Kalko, 2001). Com relacdo aos abrigos observa-se o uso de
folhagens, cavernas, fendas de rochas, cavidades de arvores, sob cascas esfoliantes e até em
estruturas artificiais (Jones et al., 2009).

Em relacdo aos habitos alimentares nota-se 0 uso de recursos como insetos, néctar,
frutas, sementes, anfibios, peixes, pequenos mamiferos e até sangue (Kunz et al., 2011) além
disso, as espécies insetivoras apresentam diferentes estratégias de forrageamento, variando
desde a captura de insetos durante o voo e acima do dossel da floresta até espécies com
estratégia de se senta e espera, capturando suas presas diretamente do substrato (Schnitzler e
Kalko, 2001). Desta forma, esses individuos possuem grande importancia ecologica,
interagindo com um amplo espectro de organismos, sendo dispersores de sementes,
polinizadores, presas e predadores em teias alimentares (Kunz e Fenton, 2005), com
diversidades morfolégicas e habitos alimentares, refletido em uma ampla utilizacdo de habitats
(Bianconi, Mikich e Pedro, 2004).

De fato, morcegos desempenham importantes funcGes ecoldgicas em ecossistemas
florestais e reflorestamento de ambientes degradados (Muscarella; Fleming, 2007), através de:
supressdo de insetos pragas (Kunz, 2011); polinizacdo de plantas de alto valor econdmico,
social e ecoldgico (Fleming e Mutchhala, 2008), como a tequila (Agave sp.) e o pequi (Caryocar
brasiliensis) (Kerr, Silva e Tchucarramae, 2007); dispersao de sementes (Bernard et al., 2012),
sendo considerados como espécies chaves em florestas tropicais e importantes dispersores de
espécies vegetais pioneiras (Kunz e Fenton, 2005). Assim, a quirépterofauna fornece uma gama
de servicos ecossistémicos importantes, e seu papel como agentes de biocontrole tem se

destacado nos ultimos anos (L opez-Hoffman et al., 2014; Linden et al., 2019).

No entanto, a degradacéo de areas naturais em virtude do desmatamento para atividades
agricolas e a pecuaria tendem a exercer influéncia negativa para ocorréncia desse grupo,
ocasionando até extingdes locais em determinados espacos (Voigt e Kingston, 2016; Hutso et
al., 2001). Assim, observa-se que mudancas no clima e no uso da terra, a mineragdo através da

supressdo e impedimento da regeneragdo da vegetacdo, alteracdo e fragmentacdo de habitats
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além de outros distlrbios ocasionados por questdes antropicas estdo potencializando processos
de extingdo, modificacBes de distribuicdes geograficas e fenoldgicas das espécies em ritmo
acelerado (Tylianakis et al., 2008; Caballero espejo et al., 2018). Além disso, a falta de
conhecimento sobre a diversidade de espécies e da sua distribuicdo geogréafica dificultam a
elaboracdo de diretrizes para a conservagdo de morcegos e de Seus Servicos ecossistémicos
(Hutso et al., 2001).

Entretanto, a ocorréncia de uma espécie em determinado espaco é um indicativo para
entender seus limites ambientais relacionados a fatores abioticos, além da interacdo nas
comunidades (Pellissier et al., 2010). As lacunas no conhecimento sobre os tdxons precisam ser
reconhecidas e quantificadas com cautela, pois o conhecimento tendencioso pode levar a
identificacdo incorreta de processos ecologicos e evolutivos, além do uso ineficiente de dados
para estruturacdo de estratégias de conservacao (Hortal et al., 2015). Nesse sentido, modelos
de distribuicdo de espécies (SDM’s) tém sido utilizados como método para lidar com uma
variedade de problemas relacionados a conservacdo bioldgica, tais como: analises
biogeogréaficas (Siqueira e Durigan, 2007); determinacéo de areas prioritarias para conservacao
(Youhua, 2009; Ko et al., 2009); conservacdo de espécies raras ou em risco de extingdo (Aradjo
e Williams 2000; De Almeida et al., 2010), andlise de lacunas de conhecimento (Martinez et
al., 2006).

H&, também, empenho global para assegurar a natureza, protegendo a diversidade
bioldgica e servicos ecossistémicos através da criacdo e estabelecimento das Unidades de
Conservacao (UC), uma vez que o proposito fundamental desses espacos é conservar 0 meio
ambiente, com intuito de reduzir a destruicdo de espagos naturais (Nolte et al., 2013; Pimm et
al., 2014; Watson et al., 2014; Van der Hoek, 2017) com a reducdo de emissdes de carbono
(Nogueira et al., 2017), reducdo das taxas de exticao da diversidade bioldgica e protecdo dos

recursos ecossistémicos a ela relacionados (Watson et al., 2014).

O inicio da criagdo de UC’s no Brasil ocorreu por volta da primeira metade da década
de 1930, sendo nos anos 2000 a regulamentagdo e classificacdo das UC’s em dois niveis
protecdo; (i) Unidade de Protecdo Integral (UPI) e Unidades de Uso Sustentavel (UUS) pelo
Sistema Nacional de Unidades de Conservacdo (SNUC) (Henry-Silva, 2005). O primeiro é
destinado ao objetivo basico de preservacdo da natureza, permitindo somente o uso indireto dos
recursos naturais, como a educagdo ambiental, turismo ecologico e pesquisas cientificas. O
segundo, por sua vez, compatibiliza a conservacdo da natureza com o uso sustentavel dos

recursos naturais (Brasil, 2000).
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Adicionalmente as UC’s, a legislagdo ambiental brasileira define um terceiro nivel de
area natural com uso restrito, sdo as denominadas Terras Indigenas (T1). A Constituicdo Federal
de 1988 define Tls como espacos tradicionalmente ocupados por indigenas e por eles habitados
em carater permanente, utilizadas para suas atividades produtivas e imprescindiveis a
preservacdo dos recursos ambientais e producdo cultural, segundo usos e tradi¢des. Apesar das
TIndo serem UC’s, uma vez que nao foram pensadas para conservar a biodiversidade, possuem
influéncia direta no processo, uma vez que 0s povos locais exigem maior integridade ambiental
em suas areas, consequentemente ocasionando em menores taxas de desmatamento (Brasil et
al., 2021). Assim, apesar das T serem &reas protegidas pela Unido e, embora a sua protecdo se
dé em funcdo de direitos originarios, as politicas de conservacdo e uso sustentavel da
diversidade bioldgica ndo podem exclui-las. Além disso, parcela significativa da biodiversidade
mundial dispde-se em areas tradicionalmente manejadas, usadas ou ocupadas por povos

indigenas (Brondizio e Le Tourneau, 2016; Schuster et al., 2019).

Entretanto, lacunas de conhecimento, como o taxondmico ou mesmo de distribuicéo
geografica das espécies, sdo desafios para efetivacdo de estratégias de conservacdo nas areas
destinadas a conservac¢ao (UC’s e TI) ja existentes ou mesmo para a criacdo de novas areas
(Collen et al., 2008; Sousa-Baena et al., 2014). Além de que o conhecimento da biodiversidade
dentro das areas destinadas a conservagdo ainda e escasso no Brasil, sendo esse um problema
atribuido criag&o recente, tanto das areas quanto da ferramenta legislativa (o0 SNUC) (Oliveira
etal., 2017).

Aliado a isso temos que a localizacdo dessas areas eram definidas de forma arbitraria ou
baseada em interesses econdmicos e/ou politicos (Dias-Silva et al. 2021). Desta forma, essas
areas destinadas a conservacdo eram geralmente dispostas em locais com baixo interesse
econbémico ou entdo com base no conhecimento empirico de pesquisadores e focado para
grupos taxonémicos especificos, ndo protegendo assim espécies raras ou com distribuicao
restrita (Silva et al., 2018; Dias-Silva et al., 2021). Estima-se que espécies com distribuicéo
restrita a 250 km? para heteropteros aquaticos e aproximadamente 750 km? para morcegos do
Cerrado, tendem a ndo ser protegidos pela atual rede de reservas do Brasil (Dias-Silva et al.,
2021; Silva et al., 2018).

Uma forma de sanar esse problema seria definindo a localizagdo das UC’s através do
Planejamento Sistematico da Conservacdo (Margules e Pressey 2000), cujo objetivo é
identificar areas com alto valor de importancia para a conservacdo da biodiversidade,

considerando os principios de complementariedade e insubstituibilidade dessas areas (Pressey,
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1999). Dessa forma, 0 nosso objetivo é avaliar a contribuigdo das UC’s, diferenciando as
Unidades de Protecéo Integral (UPI), Unidade de Uso Sustentavel (UUS) e das Terras Indigenas
(TI’s) para a protecéo das especies e dos servigos ecossistémicos prestados por morcegos com
ocorréncia no Brasil. Adicionalmente espacializamos os valores de riqueza de espécie total e
por guilda tréfica e apresentamos os mapas de distribuicdo potencial das espécies classificadas
como Data Deficient pela International Union for Conservation of Nature (IUCN).
MATERIAL E METODOS
Dados de Ocorréncia

Utilizamos registros de ocorréncia de espécies a partir do ano de 1900 a 2022 para toda

a regido Neotropical advindos das colecGes digitais GBIF (https://www.gbif.org/), SpeciesLink

(https://specieslink.net/) e Map of life (https://mol.org/). Além de buscas por artigos nas bases

de dados digitais ISI Web of Science (http://www.webofknowledge.com), Google Académico

(https://scholar.google.com.br/), Scopus (https://www.scopus.com) e Scientific Eletronic

Library Online (Scielo, http://www.scielo.org) com as palavras chaves “Bat” “Chiroptera”

“Morcegos” “Microchiroptera” “Emballonuridae” “Phyllostomidae” “Desmodontinae”
“Lonchorhininae” “Phyllostominae” “Glossophaginae” ‘“Lonchophyllinae” “Carolliinae”
“Glyphonycterinae” “Rhinophyllinae” “Stenodermatinae”. Ap6s a compilacdo dos dados de
ocorréncia foi feito um processamento dos dados, retirando assim registros de espécies que
apresentavam coordenadas erradas ou ndo apresentavam coordenadas, assim como registros

duplicados.

A lista de espécies e a classificacdo taxondmica considerada no nosso trabalho sdo as
listadas pela Sociedade Brasileira Para Estudo de Quirdpteros (SBEQ) atualizacdo de 2020
(Garbino, Brandéo e Tavares, 2020) com a inclusdo de Choeroniscus godmani (Thomas, 1903)
e a sinonimizacdo da espécie Micronycteris homezorum (Pirlot, 1967) com Micronycteris
minuta (Siles e Baker, 2020). Além disso, as espécies foram classificadas de acordo com o grau
de ameaca apresentado pela Unido Internacional para a Conservacdo da Natureza (IUCN)
(https://www.iucnredlist.org/): DD (Data deficient); LC (Least concern); NT (Near threatened);
VU (Vulnerable) EN (Endangered); CR (Critically endangered); NE (Not evaluated) e por
guilda trofica comportamental, sendo eles: frugivoros, nectarivoros, hematofagos, onivoros,

carnivoros, insetivoros.

Variaveis ambientais
Utilizamos 19 variaveis bioclimaticas (resolucdo de 9,4 x 9,4km) para a regido

neotropical, advindas do banco de dados do WorldClim (http://www.worldclim.org/). S&o elas:
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Temperatura média anual; Temperatura média diurna mensal; Isotermalidade; Temperatura de
sazonalidade; Temperatura maxima do més mais quente; Temperatura minima do més mais
frio; Faixa de temperatura anual; Temperatura média do trimestre mais Umido; Temperatura
média do trimestre mais quente; Temperatura média do trimestre mais frio; Precipitacédo anual;
Precipitacdo do més mais Umido; Precipitacdo do més mais seco; Precipitagdo de sazonalidade;
Precipitacdo do trimestre mais seco; Precipitacdo do trimestre mais Umido; Precipitacdo do

trimestre mais quente; Precipitacdo do trimestre mais frio.

Os dados obtidos estdo inclusos ao grupo de varidveis climéaticas mensais amostrados
entre 1970-2000 da versdo WorldClim 2.1 (Fick e Hijmans, 2017). Esses dados séo
frequentemente usados para Modelagem de Distribuicdo de Espécies (SDM) para avaliar a
distribuicdo potencial das espécies (Lee et al., 2012). Para reduzir a multicolinearidade em
nosso conjunto de dados, realizamos uma Analise de Componentes Principais (PCA) (Legendre
e Legendre, 2012) e usamos 0s valores proprios como varidveis ambientais. Em seguida,
selecionamos apenas 0s eixos que representam uma explicacdo igual ou superior a 95% (De

Marco e Nobrega, 2018), usando esses eixos como variaveis do modelo.

Algoritmos

Para a criagdo dos SDM’s, foram utilizados quatro algoritmos: Maxent (MXE) (Phillips
etal., 2017), Random Forest (RDF) (Prasad et al., 2006), Support Vector Machine (SVM) (Guo
et al., 2005) e Gausyano-bayesiano (GAU) (Golding e Bolsa, 2016), de modo que um ensemble
combinando os mapas de adequacao final foi gerado pelos quatro algoritmos (Araudjo e New,
2007; Diniz-Filho et al., 2009). Para minimizar as incertezas dos modelos consideramos um
ensemble como modelo final (Velazco et al., 2019, Pimenta et al., 2022). Este modelo consiste
na média de adequabilidade dos modelos cujo valor de limiar de Jaccard (Pimenta et al., 2022)
foram maiores que a média dos limiares para cada espécie (Velazco et al., 2019). O limiar de
Jaccard foi selecionado com o objetivo de minimizar os erros de omissdo e sobreprevisdo

(comissdo) dos modelos (Pimenta et al., 2022).

Adicionamos a restri¢do espacial aos modelos, minimizando assim a previsao excessiva
(overprediction) nos modelos de distribuigdo (Mendes et al., 2020; Pimenta et al., 2022). Para
isso, criamos um mapa binario de ocorréncia, valores de adequabilidade maior que o limiar de
Jaccard indicando presenca da espécie, e 0 particionamos em pixels com ocorréncia da espéecie

e sem ocorréncia da espécie.
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Posteriormente, apenas os pixels em que a espécie foi predita e possuem o registro da
espécie ou pixels em que a espécie foi predita e estdo proximos a pixels com predigdo e pontos
de ocorréncia, foram mantidos no mapa de distribuicdo potencial da espécie (Pimenta et al.,
2022). Para a particdo do mapa binario consideramos dois métodos; 1) Espécies com mais de
30 pontos de ocorréncias — particdo do mapa utilizando o método de tabuleiro de xadrez (De
Andrade, Velazco e Junior, 2020); 2) Espécies com menos de 30 pontos — Sele¢do randdmica
de uma porcentagem dos pontos para modelagem e outra para avaliacdo, sendo 70% dos pontos
selecionados para o modelo e 30% para a avaliacdo (Pimenta et al., 2022). Todos o0s
procedimentos foram realizados com a fungdo enmtml implementado no pacote ENMTL
(Andrade et al., 2020) para ambiente R (R Development Core Team 2010).

Avaliacdo dos modelos

A avaliacao foi feita com as curvas caracteristicas de operacdo (ROC), e a eficiéncia de
cada modelo foi avaliada através do teste de analise da Habilidade Estatistica Verdadeira - TSS
(True Skill Statistic), que vem sendo amplamente defendido como uma métrica de
discriminagdo adequada que é independente da prevaléncia (Allouche et al., 2006; Shabani et
al., 2018).

O TSS é um método intuitivo de medicéo de desempenho dos SDMs, que calcula valores
de sensibilidade (fracdo positiva verdadeira (TPR) e especificidade (fracdo negativa verdadeira
(TNR), nos quais as previsdes Sdo expressas como mapas de presenca-auséncia. Esse teste
restringe um pouco mais a area de ocorréncia, levando a um mapa menos inclusivo,
considerando erros de omissdo na distribuicdo das espécies (falso negativo) e de comissdo (falso
positivo), com variacdo entre -1 e +1 (Sensibilidade + Especificidade) para indicar a capacidade
preditiva dos modelos. Modelos com valores de TSS proximos de +1 refletem a boa capacidade
preditiva do modelo, modelos com TSS de 0,2 - 0,6 sdo considerados regulares e/ou moderados

e modelos com TSS proximos de 0 e negativos indica, baixa capacidade.

No entanto, os valores de TSS podem ser enganosos quando o nimero de verdadeiros
negativos atribui valores mais altos as espécies com menor prevaléncia (Lawson et al., 2014).
Para evitar essas deficiéncias, propomos focar as métricas de avaliacdo em trés componentes
da matriz de confusdo: verdadeiros positivos, falsos positivos e falsos negativos,
negligenciando os verdadeiros negativos que poderiam inflar os dados, ou seja, buscamos
maximizar verdadeiros positivos e minimizar falsos positivos e falsos negativos em relacéo a

verdadeiros positivos (Leroy et al., 2018).
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Mapas de riqueza e de distribuicdo potencial

Os valores de riqueza de espécies de morcegos foram considerados como sendo a
somatdria de todos os mapas de ocorréncia binarios gerados pelo procedimento de SDM. Esses
mapas foram somados considerando todas as espécies, espécies por guilda tréfica e espécies
agrupadas por nivel de conservacdo segundo a IUCN. Por fim, as ocorréncias das espécies
classificadas como DD pela IUCN foram espacializadas e apresentadas. Todos os mapas foram
construidos no programa QGis (http://www.qgis.org/pt_PT/site/ forusers/download.html). Para
essa analise, as guildas troficas onivoras e carnivoras foram analisadas conjuntamente e a guilda
dos insetivoros foram analisadas de trés formas; (i) Todos os insetivoros, independentemente

do tipo de forrageio; (ii) Insetivoros Gleaners; e (iii) todos 0s insetivoros exceto os Gleaners.

Identificacdo da contribuicdo de cada tipo de unidade

Para identificar a contribuicdo das UC’s e TI’s na conservacao das espécies de morcegos
criamos um grid de 0,05° considerando a extensdo territorial do Brasil como limite. Esse grid
foi sobreposto aos mapas de distribuicdo das espécies e os valores de presenca e auséncia das
espécies foram extraidas para esse grid. Posteriormente as células do grid foram sobrepostas ao
mapa de UC’s e TI’s, e cada célula foi classificada como UPl e UUS e TI’s.

Para ser considerada em algumas dessas categorias a célula precisa ter pelo menos 75%
de sua &rea dentro de uma UC’s ou TI’s. Células que nédo atingiram esse critério ou estavam
totalmente fora de UC’s ou TI’s foram classificadas como “desprotegidas”. Adicionalmente,
classificamos os pixels segundo a distribuicdo histérica dos biomas brasileiros (Amazénia,
Cerrado, Caatinga, Mata Atlantica, Pampa e Pantanal). Posteriormente a esses procedimentos
calculamos a porcentagem da area de distribui¢do que estava em UPI, UUS, Tl e “desprotegida”

(fora dessas areas de prote¢do).

Com esses dados realizamos uma Andlise de Varidncia (ANOVA) fatorial com a
porcentagem de area de distribuicdo por espécie em funcdo do Tipo de Protecdo (Fora, UPI,
UUS e TI) utilizando como covariaveis 0s Biomas (Amazoénia, Cerrado, Caatinga, Mata
Atlantica, Pampas e Pantanal), Guilda Trdéficas (insetivoros, carnivoros, nectarivoros, onivoro
e hematofago) e uma segunda ANOVA fatorial com a porcentagem de area de distribuicéo por
espécie em funcdo do Tipo de Protecdo (Fora, UPI, UUS e TI) utilizando como covariéveis o
Biomas (Amaz6nia, Cerrado, Caatinga, Mata Atlantica, Pampas e Pantanal) e o grau de ameaca
segundo a IUCN. Os dados de UC’s e distribuicao histérica dos biomas brasileiros foram

obtidos do Ministério do Meio Ambiente (MMA)
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(http://mapas.mma.gov.br/i3geo/datadownload.htm) e as TI’s na Fundacdo Nacional do Indio
(FUNAI, http://www.funai.gov.br/index.php/shape).

RESULTADOS

A partir do levantamento realizado nas bases de dados e cole¢des digitais, obtivemos
371.474 pontos de ocorréncia de morcegos para toda a regido neotropical. Posteriormente a
limpeza e tratamento dos dados, utilizamos 36.556 pontos (Figura 01, Tabela SO1) para a
modelagem de 165 espécies das 181 com ocorréncia para o Brasil, uma vez que modelamos

apenas as espéecies com no minimo de cinco pontos Unicos de ocorréncia (Tabela S01).

A espécie Lasiurus castanheus (Handley, 1960) apresentou ndmero minimo de
ocorréncia, e as espécies Stunira lilium (E. Geoffroy St.-Hilaire, 1810) (1385 pontos), Carollia
perspicillata (Linnaeus, 1758) (2062 pontos), Desmodus rotundus (E. Geoffroy, 1810) (2231
pontos), Artibeus lituratus (Olfers, 1818) (2360 pontos) e Glossophaga soricina (Pallas, 1766)
(2365 pontos) foram as que apresentaram mais pontos de ocorréncia para realiza¢ao da pesquisa
(Tabela S01). Todos os modelos apresentaram valores de AUC e TSS superiores a 0,9 (Tabela
S02).
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Figura 01 - Pontos de ocorréncias de morcegos com distribuicdo para o Brasil obtidos para

regido neotropical.
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Observamos a maior riqueza de espécies de morcegos frugivoros ao norte do pais, nas

porcdes do bioma Amazénico (Figura 02A). Ao passo que morcegos hematéfagos apresentam

maior riqueza no noroeste do pais, também no bioma Amazonico, e outro na costa Sudeste do

Brasil, na regido da Mata Atlantica (Figura 02B). As espécies de morcegos nectarivoros,

onivoros, insetivoros, insetivoros sem Gleaner bem como a riqueza total apresentaram padrdes

conspicuos de riqueza em toda a Amazonia e em porcdes litoraneas localizadas na Mata

Atlantica, mais precisamente na costa sudeste do pais (Figura 02 C, D, E, F e H). A excec¢éo

foram os insetivoros Gleaners (Figura 02G) que apresentaram a maior diversidade no bioma

Amazonico.
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Figura 02 — Distribuicdo espacial da riqueza de espécies de morcegos frugivoros (A),
hemato6fagos (B), nectarivoros (C), onivoros (D), insetivoros totais (E), insetivoros sem Gleaner

(F), insetivoros Gleaner (G) e riqueza total (H) de morcegos com ocorréncia para o Brasil.

Com relacdo a classificacdo de risco da IUCN observamos que as espécies DD (Dados
insuficientes) (Figura 03A) estdo distribuidas por todo o territdrio brasileiro, apesar de serem
mais conspicuas na Amazonia. As espécies LC (Menos preocupante) (Figura 03B) estdo
concentradas na Amazénia, sendo que as espécies EN (Em perigo) (Figura 03C) conspicuas na
Mata Atlantica e Cerrado ao passo que NT (Quase ameacado) (Figura 03D) estdo distribuidas

pela Mata Atlantica, Caatinga e Cerrado, desde a costa nordeste a costa Sudeste do pais.
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Figura 03 — Distribuicdo espacial da riqueza de espécies de morcegos Data deficient (DD) (A),
Least concern (LC) (B), Endangered (EN) e Near threatened (NT) com ocorréncia par ao Brasil.

Mapas de distribuicéo potencial das espécies DD (Data deficient)

Foram elaborados mapas de areas com potencial de ocorréncia para as 21 espécies
classificadas como DD (Data deficient). Observamos que espécies com ampla distribuicdo
como Aeroestes egregius (Peters, 1870) (Figura SO01) e Tonatia bidens (Spix, 1823) (Figure
S18) detém potencial distribuicdo ao longo do territdrio brasileiro, assim como Eumops delticus
(Thomas, 1923) (Figura SO07) que possui area de distribuicdo que compreende a Amazonia,
Cerrado e Caatinga. Outras espécies possuem ocorréncia restrita, como Cynomops mastivus
(Thomas, 1911) (Figura S04), Diclidurus ingens (Hernandez-Camacho, 1955) (Figura S6),
Lasiurus castanheus (Handley, 1960) (Figura S09), Lonchorhina inusitata (Handley e Ochoa,
1997) (Figura S10), Myotis simus (Thomas, 1901) (Figura S12), Peropteryx trinitatis (Miller,



21

1899) (Figura S13), Saccopteryx gimnura (Thomas, 1901) (Figura S15), Thyroptera lavali
(Pine, 1993) (Figura S17), que detém suas areas com potencial de distribuigcdo ao norte do pais,

na Amazonia.

A espécie Chiroderma doriae (Thomas, 1891) tem seu potencial distribuicdo
principalmente no Centro Oeste e Sudeste, compreendendo areas do Cerrado e Mata Atléantica
(Figura S02). A espécie Cynomops abrasus (Temminck, 1826) dispde sua distribuicdo potencial
em areas na Amazonia, Cerrado e ao sul do pais, compreendendo os Pampas brasileiros (Figura
S03). A potencial distribuicdo de Cynomops planitostris (Peters, 1866) ocorre em areas na
Amazonia, Caatinga, Cerrado e a Mata Atlantica, na costa brasileira (Figura S05). Ja a espécie
Eumops maurus (Thomas, 1901) na Amazonia, estendendo-se ao centro oeste, no Cerrado
brasileiro (Figura S07). A espécie Histiotus velatus (I. Geoffroy, 1824) tem potencial
distribuicdo em areas no Cerrado, Mata Atlantica e Pampas, no sul do Brasil (Figura S08). Ja a
espécie Molossops neglectus (Williams e Genoways, 1980) tem potencial de ocorréncia
principalmente na Mata Atlantica, podendo também ocorrer na Caatinga (S13).

Observamos que a espécie Thyroptera wynneae (Velazco, Gregorin, Voss e Simmons,
2014) tem potencial distribuicdo na Amazonia, Cerrado, estendendo-se a areas na Mata
Atlantica (Figura S18). Notamos areas com potencial ocorréncia de Vampyressa pusilla
(Wagner, 1843) na Amazodnia, em areas no Cerrado e Mata Atlantica (Figura S20). Ao passo
que a distribuicdo da espécie Rhogeessa hussoni (Genoways and Baker, 1996) e Thyroptera
devivoi (Gregorin, Goncalves, Lim and Engstrom, 2006) ocorre em areas no Cerrado, Amazénia
e Caatinga (Figura S14) (Figura S17).

Contribuicéo das unidades para a conservagao

As analises de anova apresentaram interacao entre o Tipo de Protecdo e o Bioma, Tipo
de protecdo e Guilda Trofica e Tipo de protecdo e Grau de Ameaca segundo a [IUCN (Tabela
01). De forma geral, observamos que 0s morcegos apresentam grande parte de sua area de
distribuicdo fora das unidades destinadas a protecdo (Figura 04A) sendo no bioma do Cerrado
0 que possui maior média, mais de 50% da area de distribuicdo fora dessas areas de protecao
(Figura 04A). Com relagdo as UPI’s observamos baixos valores de areas dentro dessas
unidades, com o Bioma do Pampa e do Pantanal os que possuem menores valores de areas

protegidas pelas UPI’s e por todas as demais unidades, incluindo as TI (Figura 04A).

Com relagdo as guildas tréficas, morcegos insetivoros possuem aproximadamente 50%

da sua area de distribuicdo fora de areas de conservacdo, com aproximadamente 10% das areas
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de distribuicdo inclusas em UPI, 20% UUS e 20% TI (Figura 04B). Esse mesmo padrdo e
observado nas demais guildas troficas, sendo que os carnivoros e os hemat6fagos séo as guildas

que mais estdo fora das areas de protecdo (Figura 04B).

Relativo as andlises feitas para a classificacdo de risco de acordo com a IUCN, espécies
que ndo possuem classificacdo detém 30% de sua area de distribuicdo fora de areas de protecao
e aproximadamente 10% em UPI, UUS e TI (Figura 04C). Para as espécies DD, é estimado
50% de sua area fora de protecédo e apenas 10% inclusos em UPI ou UUS ou TI (Figura 04C).
Esse mesmo padréo segue para a classificacdo de EN e NT, sendo que 70% das areas adequadas

para a ocorréncia de espécies NT estdo localizadas fora de areas de protecdo (Figura 04C).

Tabela 01 — Andlise de Variancia (ANOVA) fatorial com a porcentagem de area de distribuicao
(Area %) por espécie em funco do Tipo de Protecéo (Fora, UPI, UUS e TI), Bioma (Amazonia,
Cerrado, Caatinga, Mata Atlantica, Pampas e Pantanal) e Guilda Troficas (Insetivoros,
Carnivoros, Nectarivoros, Onivoro e Hemat6fago) e da porcentagem de &rea de distribuigdo por
espécie em funcdo do Tipo de Protecdo, Bioma e grau de ameaca segundo a IUCN (DD, LC,
EN e NT). SS — Somatério dos Quadrados, DF — Graus de Liberdade, MS — Quadrados
Minimos, F — F de Fisher, p — Probabilidade erro tipo um. Valores em negrito destacam os

efeitos significativos.

Efeito SS DF MS F p
Intercept 23,525 1,000 23,525 726,987 0,000
Guilda 0,769 5,000 0,154 4,751 0,000
Tipo de Protegéo 15,775 3,000 5258 162,498 0,000

S Bioma 4,409 5,000 0,882 27,253 0,000

E Guilda*Local 2,165 15,000 0,144 4,460 0,000

§ Guilda*Bioma 0,884 25,000 0,035 1,093 0,341

3 Local*Bioma 4,094 15,000 0,273 8,435 0,000
Guilda*Tipo de Prote¢do *Bioma 1,759 75,000 0,023 0,725 0,964
Error 122,707 3792,000 0,032
Intercept 15,791 1,000 15,791 489,398 0,000

§ IUCN 0,626 4,000 0,156 4,848 0,001

g Tipo de Protecédo 13,494 3,000 4,498 139,404 0,000

§ Bioma 2,033 5,000 0,407 12,604 0,000

3 IUCN*Local 2,721 12,000 0,227 7,028 0,000

é IUCN*Bioma 0,721 20,000 0,036 1,117 0,323

(2]

Local*Bioma 1,795 15,000 0,120 3,708 0,000



23

IUCN*Tipo de Protecdo*Bioma 1,087 60,000 0,018 0,561 0,997

Error 123,129 3816,000 0,032
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Figura 04 — Grafico da Analise de Variancia (ANOVA) fatorial entre a (A) porcentagem de
area de distribuicdo (Area %), Tipo de Protecdo (Fora, UPI, UUS e TI) e Bioma (Amazonia,
Cerrado, Caatinga, Mata Atlantica, Pampas e Pantanal), (B) porcentagem de area de
distribuicdo, Tipo de Protecdo e Guilda Troficas (Insetivoros, Carnivoros, Nectarivoros,
Onivoro e Hematdfago) e (C) (B) porcentagem de area de distribuicdo potencial, Tipo de
Protecdo e Guilda Troficas (Insetivoros, Carnivoros, Nectarivoros, Onivoro e Hemato6fago) e
grau de ameaca segundo a IUCN (DD, LC, EN e NT).

DISCUSSAO

Tanto bioma Amazonico quanto a Mata Atlantica contribuem com a maior diversidade
morcegos do Brasil. Tal fato pode se atribuir a extensa distribuicdo do primeiro dominio,
compreendendo 2/3 do territorio nacional além de um reflexo da historia evolutiva da regido e
da diversidade de ambientes, que vao desde a floresta tropical chuvosa densa, até formacoes
vegetais mais secas como o0s cerrados, campinaranas ou vegetacao inundavel em sistemas de

lagos rasos (Mittermeier et al. 2000), abrigando cerca de 40% das florestas tropicais
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remanescentes no mundo (Hubbell, 2008), além de 10% de todas as espécies conhecidas
(Flores, 2010). Assim também a Mata Atlantica possui diferentes fitofisionomias, com algumas
porcdes do bioma associadas a mangues, restingas, brejos e formacgdes campestres de altitude
(Mittermeier, 2005), o que garante elevada riqueza de biodiversidade, observada em uma
estimativa de 20.000 espécies de plantas vasculares, 350 de peixes de 4gua doce, 340 anfibios,
197 répteis, 250 mamiferos e 1023 aves (MMA, 2000).

Ainda que o alto grau de diversidade biologica florestal se traduza em maior oferta de
servigos ecossistémicos (Thompson et al., 2011), esses dominios tem sofrido intensa exploragédo
ao longo do tempo. Ultimamente, a Amazonia brasileira enfrenta um boom de desmatamento
agravado desde 2019 (Escobar, 2019; Amigo, 2020) e tdo grave € o estado da Mata Atlantica,
dado que apenas 8,1% de vegetacdo primaria permanece intacta nesse bioma (Canale et al.,
2012; Martinelli et al.,, 2013). Mudancas no uso do solo para atender as demandas
agropecuarias, moradias e industrias (Ribeiro et al., 2009; Costa et al., 2014) somado vasta
populacdo brasileira residindo nesse dominio (Ojima e Martine, 2012) refletem nessa
porcentagem tdo baixa de areas vegetais. Esses fatores sdo apontados como principais
impulsionadores de perda de biodiversidade (Foley et al., 2005; Newbold et al., 2015), inclusive
de morcegos, em especial para espécies dependentes de cobertura vegetal ou que respondem a
fragmentacéo (Bernard et al., 2012; Meyer et al., 2008), vide a reducao da oferta de abrigos e

de alimento para comunidade.

Todo esse cenario compromete a provisao dos recursos ecossistémicos relativo a
quirdpterofauna, observados em diversos estudos através do controle de insetos-praga (Maine
e Boyles, 2015; Taylor et al., 2017; Aguiar et al., 2021), dispersédo de sementes (Kasso e
Balakrishnan, 2013; Scanlon, 2014), polinizacao de plantas com alto valor ecoldgico (Fleming
et al., 2009; Datzmann, Von Helversen e Mayer, 2010) e econdmico ao redor do mundo
(Garibaldi et al., 2011; Bumrungsri et al., 2013; Gottlinger et al., 2019), possibilitando a
sucessdo de florestas tropicais e regeneracao de areas degradadas, como por exemplo pastagens
abandonadas (Galindo-Gonzalez, Guevara e Sosa, 2000; Jackson e Hobbs, 2009), além de atuar
como vetores de doengas como a raiva, com significativo impacto sobre humanos, animais e

outras espécies de morcegos (Schneider et al., 2009; Aguiar, Brito e Machado, 2010).

De maneira geral, a porcentagem de cada bioma em unidades de conservagdo nédo é
homogénea no pais: Amazonia, 28%; Mata Atlantica, 9,5%; Caatinga, 8,8%; Cerrado, 8,3%);
Pantanal, 4,6%; Pampas, 3% (Ribeiro e Borges, 2021). Dado que surpreende sdo os resultados

de UPT’s para quiropteros na Amazonia (média de 20% de protecdo), uma vez que o sistema é
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considerado o de maior cobertura entre os biomas brasileiros (Brasil et al., 2021), embora
estudos recentes demonstrarem que espécies de peixes e tartarugas também sejam
adequadamente protegidos (Fagundes, Vogt e De Marco, 2016; Frederico, Zuanon e De
Marco, 2018). Um cenario preocupante ocorre no Cerrado com aproximadamente 60% das
areas de ocorréncia de morcegos fora de qualquer &rea protegida, uma vez que o bioma é
considerado um hotspot de biodiversidade (Alencar, 2020) e altamente ameacgado por agoes
antropicas, principalmente pela expansdo do agronegocio (Klink e Machado, 2005). Esses
fatores se agravam para espécies endémicas e com risco de extingdo, como Lonchophylla
bokermanni (Taddei, Vizotto e Sazima, 1983) e Lonchophylla dekeyseri (Taddei, Vizotto e
Sazima, 1983), morcegos polinizadores.

Altos valores (%) de areas com potencial distribuicdo de morcegos fora de qualquer area
protegida (UC’s e TI’s), especialmente para os frugivoros (~40%), insetivoros (~50%) e
nectarivoros (~50%) comprometem a provisdo de recursos ecossistémicos ofertados por esse
tdxon. De fato, a dispersdo de sementes e polinizagdo € a principal maneira pela qual os
morcegos contribuem para a sucessdo de ecossistemas, facilitado por tenderem a defecar e
cuspir sementes enquanto voam, o que possibilita dispersao a longas distancias (Muscarella e
Fleming, 2007). Smith et al. (2004) estimam que 62 familias de plantas tém ao menos uma
espécie dispersada por morcegos na regido neotropical; Bernard et al. (2012) afirmam que
géneros de morcegos, como Carollia, Sturnira e Artibeus séo importantes na chuva de sementes
de espécies pioneiras, como Cecropia spp., Piper spp., Solanum spp. e Vismia spp. que estdo
entre as plantas mais abundantes durante o inicio da sucessdo primaria e secundaria na regiao
Neotropical (Lobova e Blanchard et al., 2003; Dyer e Palm, 2004; Muscarella e Fleming, 2007).
Economicamente, espécies da familia Anacardiaceae, como o caju (Anacardium ocidental) do
qual é aproveitado a semente, hipocarpo e a resina do mesocarpo, e a manga (Mangifera indica),
além do mamao (Carica papaya) fazem parte da cultura comercial global e local e também tém
suas sementes dispersadas por morcegos (Lobova et al., 2009). De forma semelhante, servicos
de polinizacdo séo observados em cerca de 528 espécies de angiospermas ao redor do mundo,
aproximadamente 360 dessas polinizadas por individuos da familia Phyllostomidae na regido
neotropical (Kunz et al., 2011). Em escala global, espécies da familia Agavaceae, como Agave
tequilana é usada para producdo de tequila e outras espécies também sdo utilizadas para
producéo de bebidas alcodlicas, como pulque, mescal e bacanora (Rocha et al., 2006).

Adicionalmente, é reconhecido também o papel de morcegos insetivoros no controle de

pragas agricolas (Russo, Bosso e Ancilotto, 2018; Kemp et al., 2019), observado no exemplo
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da espécie Eptesicus fuscus (Beauvois, 1796), em que uma coldnia com estimativa de 150
individuos consome cerca de 1,3 milhGes de insetos a cada ano, possivelmente contribuindo
para a interrupcao dos ciclos de populacdo de pragas agricolas (Boyles et al., 2011). Esses
pesquisadores estimaram o valor dos servicos de supressao de pragas entre US$ 12 a US$
173/acre em culturas de algoddo, apontando a importancia para o setor agricola em
aproximadamente US$ 22,9 bilhGes/ano. Do mesmo modo, Cleveland et al. (2006) observaram
que a espécie Tadarida brasiliensis (I. Geoffroy, 1824) consome uma variedade de artrépodes,
incluindo também pragas agricolas, como lagarta do algodoeiro (Helicoverpa zea) e a lagarta
do tabaco (Heliothis virescens). Esses fatores indicam, portanto, a relevancia da biodiversidade
de morcegos e consequentemente 0s recursos ecossistémicos por eles ofertados, apesar da

heterogeneidade de dados para esse taxon no pais.

De fato, 60% dos 8,5 milndes de Km? que constituem o territério brasileiro nunca foram
pesquisados para morcegos, e nenhum dos seis biomas terrestres é adequadamente pesquisado
(Bernard, Aguiar, e Machado, 2011). Regides tropicais possuem alta diversidade bioldgica,
porém com desconhecimento da distribuicdo real das espécies (Déficit Wallaceano) (Bini,
2005). Com esses fatores se torna impossivel ter um protocolo geral que seja suficiente para
representar todas as espécies. Porém, SDM’s podem desempenhar um papel importante para
conservacao das espécies de quirdpteros e determinacdo de &reas prioritarias para conservagao
através do Planejamento Sistematico da Conservacgdo (Margules e Pressey, 2000).

E importante considerar que parte do padrdo que encontramos pode resultar de um viés
de amostragem dos registros de morcegos disponiveis para o Brasil. Em consonancia com o
trabalho de Delgado-Jaramillo (2020), destacamos também um nUmero expressivo de
individuos amostrados da familia Phyllostomidae, justificado a partir do uso excessivo de redes
de neblina, método eficaz para captura de individuos da familia supramencionada (Kalko,
Handley e Handley, 1996). Entretanto, a limitacdo pelo uso desse método subestima outras
espécies insetivoras, como as da familia Vespertilionidae, Molossidae e Mormoopidae
(Delgado-Jaramillo, 2020), que possuem alta capacidade de detectar e evitar redes, e outras
espécies que forrageiam acima do dossel ou até mesmo em areas abertas, longe do alcance das
redes (Kalko et al., 1996; O'Farrel, 1999).

Adicionalmente, instituicdes cientificas, colecGes zoologicas, recursos financeiros e
maior concentracdo de pesquisadores estdo localizadas em partes especificas do pais, como
exemplo a Mata Atlantica (Brito et al., 2009; Lewinsohn e Prado, 2002; Delgado-Jaramillo

2020). Desse modo, é possivel observar outros padrfes de areas bem estudadas porém lacunas
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de conhecimento para outros taxons, como répteis (Colli, Bastos e Araujo, 2002), pequenos
mamiferos terrestres (Carmignotto, 2004), além dos artropodes (Lewinsohn, Freitas e Prado,
2005; Diniz-Filho, De Marco e Hawkins, 2011), outros importantes polinizadores (Potts et al.,
2016). Nesse contexto, € importante aprimorar o conhecimento sobre a distribuicdo de
morcegos, uma vez que com novos registros e estudos recentes em remanescentes florestais
nunca amostrados resultaram na descri¢do de novas espécies (Fazzolari-Correa, 1994), novos
registros para o Brasil ou biomas (Da Rocha, et al. 2015; Da Rocha et al., 2017; Witt, 2019;
Cardoso, 2022) e na extensdo da distribuicdo conhecida de espécies de morcegos no Brasil
(Lira, Pontes, e Santos, 2009; Rocha et al., 2014).

CONCLUSAO

Observamos de forma geral que as areas destinadas a protecdo ocorrem em baixas
porcentagens em espacos de potencial distribuicdo de morcegos no Brasil, com destaque para
as guildas que provém servigos ecossistémicos de grande importancia econdémica e social.
Diante disso, esperamos que nossas contribui¢cGes sobre unidades de conservacdo fornecam
diretrizes e direcionamentos para tomadas de decisdo sobre cria¢do, expansao ou manutencao
desses espacos através do Planejamento Sistemético da Conservacdo, protegendo a natureza e
seus bens de provisdo aos humanos. Além disso, aprimorar 0s conhecimentos sobre a real
distribuicdo das espécies de morcegos é fundamental para a compreensdo da ecologia das
espécies e seus limites ambientais, o que possibilita novos estudos para o entendimento mais
amplo sobre o0s servicos ecoldgicos providos por esse taxon, seu estado de conservacao e

impacto na sociedade.
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Familia Subfamilia Género Espécie com Autor Guilda Trofica | Classificagdo IUCN nggﬁ:gsde
Vespertilionidae | Vespertilioninae | Aeorestes | Aeorestes egregius (Peters, 1870) | Insetivoro aéreo DD 9
e e Aeorestes villosissimus (E. .
Vespertilionidae | Vespertilioninae | Aeorestes Geoffroy, 1806) Insetivoro LC 22
Phyllostomidae | Stenodermatinae | Ametrida | Ametrida centurio (Gray, 1847) Frugivoro LC 88
Phyllostomidae | Glossophaginae | Anoura Anoura Caui':;el%gE' Geoffroy, Nectarivoro LC 378
Phyllostomidae | Glossophaginae | Anoura Anoura geoffroyi (Peters, 1868) Nectarivoro LC 748
Phyllostomidae | Stenodermatinae | Artibeus Artibeus anfg;sée)m (Osgood, Frugivoro LC 179
Phyllostomidae | Stenodermatinae | Artibeus Artibeus bogotleggg (K. Andersen, Frugivoro LC 69
Phyllostomidae | Stenodermatinae | Artibeus | Artibeus cinereus (Gervais, 1856) Frugivoro LC 318
Phyllostomidae | Stenodermatinae | Artibeus | Artibeus concolor (Peters, 1865) Frugivoro LC 82
Phyllostomidae | Stenodermatinae | Artibeus | Artibeus fimbriatus (Gray, 1838) Frugivoro LC 80
Phyllostomidae | Stenodermatinae | Artibeus | Artibeus gnomus (Handley, 1987) Frugivoro LC 139
Phyllostomidae | Stenodermatinae | Artibeus | Artibeus lituratus (Olfers, 1818) Frugivoro LC 2360
Phyllostomidae | Stenodermatinae | Artibeus | Artibeus obscurus (Schinz, 1821) Frugivoro LC 454
Phyllostomidae | Stenodermatinae | Artibeus | Artibeus planirostris (Spix, 1823) Frugivoro LC 671
. . . Carollia benkeithi (Solari and .
Phyllostomidae Carolliinae Carollia Baker, 2006) Frugivoro LC 21
Phyllostomidae Carolliinae Carollia Carollia bre\{lggij)dum (Schinz, Frugivoro LC 1223
Phyllostomidae Carolliinae Carollia Carollia perspicillata (Linnaeus, Frugivoro LC 2062

1758)
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Emballonuridae | Emballonurinae Centrgnyct Centrony(_:terls maximiliant (J. Insetivoro Aéreo LC 20
eris Fischer, 1829)
Phyllostomidae | Stenodermatinae Chlr(;derm Chlrodermalggrll)a ¢ (Thomas, Frugivoro LC 33
Phyllostomidae | Stenodermatinae Chlr(;derm Chiroderma triggg;um (Goodwin, Frugivoro LC 148
Phyllostomidae | Stenodermatinae Chlrzderm Chlrodermal\gflilg)s um (Peters, Frugivoro LC 410
Phyllostomidae | Glossophaginae Choeur:nlsc Choeronlscusl%%%r;]am (Thomas, Nectarivoro LC 114
Phyllostomidae | Glossophaginae Choeursonlsc Choeromscmljzggnor (Peters, Nectarivoro LC 69
Phyllostomidae | Phyllostominae Chr(Lt;)pter Chrotopteruls8aéu€r)|tus (Peters, Carnivoro LC 239
Emballonuridae | Emballonurinae | Cormura Cormura brel’é?g)ms (Wagrer, Insetivoro Aéreo LC 112
Molossidae Molossinae Cynomops Cynomops ablgazs%s (Temminck, Insetivoro Aéreo DD 63
Molossidae Molossinae Cynomops Cynomops gri%gg?”' (Goodwin, Insetivoro Aéreo LC 23
Molossidae Molossinae Cynomops Cynomops rriz;sltll\;us (Thomas, Insetivoro Aéreo DD 20
Molossidae Molossinae Cynomops | Cynomops milleri (Osgood, 1914) | Insetivoro Aéreo LC 19
Molossidae Molossinae Cynomops Cynomops plfgégc;strls (Peters, Insetivoro Aéreo LC 90
Emballonuridae | Emballonurinae | Cyttarops | Cyttarops alecto (Thomas, 1913) | Insetivoro Aéreo LC 17
Vespertilionidae | Vespertilioninae | Dasypterus | Dasypterus ega (Gervais, 1856) | Insetivoro Aéreo LC 305
Phyllostomidae | Desmodontinae | Desmodus Desmodus rotlig%; (E. Geoffroy, Hematdfago LC 2231
Phyllostomidae | Desmodontinae | Diaemus | Diaemus youngii (Jentink, 1893) Hematdfago LC 81
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Diclidurus albus (Wied-Neuwied,

Emballonuridae | Emballonurinae | Diclidurus 1820) Insetivoro Aéreo LC 65
Emballonuridae | Emballonurinae | Diclidurus Diclidurus ingens (Hernandez- Insetivoro Aéreo DD 11
Camacho, 1955)

Emballonuridae | Emballonurinae | Diclidurus Diclidurus 'igggl)la (Thomas, Insetivoro Aéreo LC 9

Emballonuridae | Emballonurinae | Diclidurus Diclidurus ig‘étgus (Peters, Insetivoro Aéreo LC 16

Phyllostomidae | Desmodontinae | Diphylla | Diphylla ecaudata (Spix, 1823) Hemato6fago LC 252

Dryadonycteris capixaba
. : Dryadonyct . . X ]
Phyllostomidae | Glossophaginae oris (Nogueira, Lima, Peracchi and Nectarivoro DD 1
Simmons, 2012)
—— A , Eptesicus brasiliensis . .

Vespertilionidae | Vespertilioninae | Eptesicus (Desmarest, 1819) Insetivoro Aéreo LC 208

Vespertilionidae | Vespertilioninae | Eptesicus Eptesicus Chllr;gg)n us (Thomas, Insetivoro Aéreo LC 33

Vespertilionidae | Vespertilioninae | Eptesicus Eptesicus dlrlng;glg;us (Osgood, Insetivoro LC 48

Vespertilionidae | Vespertilioninae | Eptesicus Eptesicus furllgzl;; (d"Orbigny, Insetivoro Aéreo LC 405

T A : Eptesicus taddeii (Miranda, .

Vespertilionidae | Vespertilioninae | Eptesicus Bernardi and Passos, 2006) Insetivoro DD 1
Molossidae Molossinae Eumops Eumops aurig%rg)(;lulus (Shaw, Insetivoro Aéreo LC 100
Molossidae Molossinae Eumops Eumops borlzr;‘el;l sis (Peters, Insetivoro Aéreo LC 93

Eumops chimaera (Gregorin,
Molossidae Molossinae Eumops Moras, Acosta, Vasconcellos, | Insetivoro Aéreo 0 3
Poma, dos Santos & Paca, 2016)
Molossidae Molossinae Eumops Eumops dabbenei (Thomas, Insetivoro LC 8

1914)
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Molossidae Molossinae Eumops | Eumops delticus (Thomas, 1923) Insetivoro DD 11
Molossidae Molossinae Eumops Eumops glalug L:rgl;s (Wagrer, Insetivoro LC 145
Molossidae Molossinae Eumops | Eumops hansae (Sanborn, 1932) Insetivoro LC 28
Molossidae Molossinae Eumops | Eumops maurus (Thomas, 1901) Insetivoro DD 16
Molossidae Molossinae Eumops Eumops patalggozni)c us (Thomas, Insetivoro LC 44
Molossidae Molossinae Eumops Eumops perotis (Schinz, 1821) | Insetivoro Aéreo LC 92
Molossidae Molossinae Eumops Eumops trulrgtélil)ll (Thomas, Insetivoro Aéreo LC 12
Furipteridae 0 Furipterus Furipterus h;)grzzr;s (F. Cuvier, Insetivoro Aéreo LC 42
. . Gardneryct | Gardnerycteris crenulatum (E. .
Phyllostomidae | Phyllostominae eris Geoffroy, 1803) Frugivoro LC 250
. . Glossopha Glossophaga commissarisi .
Phyllostomidae | Glossophaginae ga (Gardner, 1962) Nectarivoro LC 420
Phyllostomidae | Glossophaginae Glosgs:pha Glossophaga Iloggé)rostrls (Miller, Frugivoro LC 227
Phyllostomidae | Glossophaginae Glosgs:pha Glossophagzigggl)cma (Pallas, Nectarivoro LC 2365
Phyllostomidae Glyphonycterina Glyph_onyct Glyphonycteris behnii (Peters, Onivoro DD 1
e eris 1865)
Phyllostomidae Glyphonycterina Glyph_onyct Glyphonycteris daviesi (Hill, Insetlv_oro LC 17
e eris 1964) (Gleaning)
. Glyphonycterina | Glyphonyct Glyphonycteris sylvestris Insetivoro
Phyllostomidae e eris (Thomas, 1896) (Gleaning) LC >4
Vespertilionidae | Vespertilioninae | Histiotus | Histiotus alienus (Thomas, 1916) Insetivoro DD 2
e _—— . Histiotus diaphanopterus (Feijo, .
Vespertilionidae | Vespertilioninae | Histiotus Da Rocha and Althoff, 2015) Insetivoro 0 8
Vespertilionidae | Vespertilioninae | Histiotus Histiotus laephotis (Thomas, Insetivoro Aéreo LC 7

1916)
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Histiotus montanus (Philippi and

Vespertilionidae | Vespertilioninae | Histiotus Landbeck, 1861) Insetivoro Aéreo LC 118

Vespertilionidae | Vespertilioninae | Histiotus Histiotus vellaggz)(l. Geoffroy, Insetivoro Aéreo DD 50
. . Hsunycteri | Hsunycteris pattoni (Woodman .

Phyllostomidae | Lonchophyllinae s and Timm, 2006) Nectarivoro DD 4

Phyllostomidae | Lonchophyllinae Hsun;/cterl Hsunycteris tq%rgzl)s H(J. A Allen, Nectarivoro LC 201
i . . Lampronyc Lampronycteris brachyotis Insetivoro

Phyllostomidae | Micronycterinae teris (Dobson, 1879) (Gleaning) LC 79

e R . Lasiurus blossevillii (Lesson and .

Vespertilionidae | Vespertilioninae | Lasiurus Garnot, 1826) Insetivoro LC 290

Vespertilionidae | Vespertilioninae | Lasiurus Lasiurus casltggg;J s (Handley, Insetivoro DD 5

Vespertilionidae | Vespertilioninae | Lasiurus Lasiurus ebgnus (Fazzolari- Insetivoro Aéreo DD 1

Corréa, 1994)
Phyllostomidae | Glossophaginae Llchroigycte L|chonycterli:3elg)ener (Miller, Nectarivoro LC 1
Phyllostomidae | Lonchophyllinae | Lionycteris Lionycteris slp;1r3r§3II| (Thomas, Nectarivoro LC 92
Lonchophvl Lonchophylla bokermanni
Phyllostomidae | Lonchophyllinae la phy (Sazima, Vizotto and Taddei, Nectarivoro EN 7
1978)

. . Lonchophyl | Lonchophylla dekeyseri (Taddel, .

Phyllostomidae | Lonchophyllinae la Vizotto and Sazima, 1983) Nectarivoro EN 6
. . Lonchophyl Lonchophylla inexpectata .

Phyllostomidae | Lonchophyllinae la (Moratelli and Dias, 2015) Nectarivoro 0 4

Phyllostomidae | Lonchophyllinae Loncr;phyl Lonchophyllalgnoosr)dax (Thomas, Nectarivoro NT 23
. . Lonchophyl | Lonchophylla peracchii (Dias, .

Phyllostomidae | Lonchophyllinae la Esbérard and Moratelli, 2013) Nectarivoro LC 8
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Phyllostomidae | Lonchorhininae Loncgorhin Lonchorhin&gg;ita (Tomes, Insetivoro Aéreo LC 166
Phyllostomidae | Lonchorhininae Loncgorhin Lonchogggjngéﬂgzi’tigag(gandIey (I(gslggr:/i?]rgo) DD 14
Phylostomidae | Phylostominge | LOPOStOM | Lophosioma braslense (Peters | Insetvoro c 135
Phyllostomidae | Phyllostominae Loph:stom Lophost'::r;]f:igrligt)ari (.- A Onivoro LC 24
Phyllostomidae | Phyllostominae Lophgstom Lophc;srtlzrr\}si E?Q;ISZ' igseg)oways Insetivoro LC 19
Phyllostomidae | Phyllostominae Loph;)stom Lophostoma Sillgig%(;la (d'Orbigny, (Igslggr\]/i?];o) LC 276
Phyllostomidae | Phyllostominae Maclz%phyll MacrOngngfrr:;’anCer)phylIum Nectarivoro LC 104
Phyllostomidae | Stenodermatinae | Mesophylla Mesc()_[mglnlqzsalcg%olr;nelli Frugivoro LC 234
Phyllostomidae | Micronycterinae Micrrci)gycte Micronycterils82i9r)suta (Peters, (Igslggr\:i?\rgo) LC 73
Phyllostomidae | Micronycterinae Micrrci)gycte Micronycteriié?é%;alotis (Gray, (Igslggr\:i?\rgo) LC 429
Phyllostomidae | Micronycterinae Micrrci)gycte Micronycteri&rgéc)rotis (Miller, (Igslggr\]/i%;o) LC 341
Phyllostomidae | Micronycterinae Micrr?gycte Micronycteriisn;ig)uta (Gervais, (Igslggir;?];()) LC 159
Phyllostomidae | Micronycterinae Micrr?gycte Mic(rsoinmy;]ger:;? igglé;)rni (Igslggir;?];()) LC 27
Phyllostomidae | Micronycterinae Micrr?gycte Micro(r;);crfﬁzi;sns,clhgisd)torum (Igslggir;?];()) LC 71
Phyllostomidae | Phyllostominae Mimon Mimon bennettii (Gray, 1838) (Igslggr:/i%rgo) LC 100

Molossidae Molossinae Molossops Molossops neglectus (Williams Insetivoro Aéreo DD 14

and Genoways, 1980)
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Molossops temminckii

Molossidae Molossinae Molossops (Burmeister, 1854) Insetivoro Aéreo LC 138
Molossidae Molossinae Molossus Molossus azltéagg)s (Saussure, Insetivoro Aéreo LC 25
Molossidae Molossinae Molossus Molossus CO'ESBZ')S (J. A Allen, Insetivoro Aéreo LC 48
Molossidae Molossinae Molossus Molossus curlrggil)um (Thomas, Insetivoro Aéreo LC 65
Molossidae Molossinae Molossus Molossus fluinglgi)n sis (Lataste, Insetivoro 0 1
Molossidae Molossinae Molossus | Molossus molossus (Pallas, 1766) Ins(er;cilg/ﬁ_rﬁ)gf)reo LC 984
Molossidae Molossinae Molossus | Molossus pretiosus (Miller, 1902) | Insetivoro Aéreo LC 46
Insetivoro Aéreo
Molossidae Molossinae Molossus Molossus rufus (E. Geoffroy, (uncluttered LC 700
1805)
space)
Vespertilionidae Myotinae Myotis Myotis albesiggs(a)(E. Geoffroy, Insetivoro LC 246
Myotis izecksohni (Moratelli,
Vespertilionidae Myotinae Myotis Peracchi, Dias and de Oliveira, Insetivoro DD 1
2011)
Myotis lavali (Moratelli,
Vespertilionidae Myotinae Myotis Peracchi, Dias and de Oliveira, Insetivoro LC 3
2011)
Vespertilionidae Myotinae Myotis Myotis levis (I. Geoffroy, 1824) | Insetivoro Aéreo LC 110
Vespertilionidae Myotinae Myotis Myotis nigricans (Schinz, 1821) Ins(?i'gﬁ_rﬁéf)r €0 LC 849
Vespertilionidae Myotinae Myotis Myotis riparius (Handley, 1960) | Insetivoro Aéreo LC 226
Vespertilionidae Myotinae Myotis Myotis ruber (E. Geoffroy, 1806) | Insetivoro Aéreo NT 26
Vespertilionidae Myotinae Myotis Myotis simus (Thomas, 1901) | Insetivoro Aéreo DD 28
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Natalus macrourus (Ruschi,

Insetivoro Aéreo

Natalidae 0 Natalus 1951) (high-flyer) NT 9
Phyllostomidae Glyphor;ycterlna Neon;/cterl Neonycteris f;:él)la (Sanborn, Onivoro DD 5
Molossidae Molossinae Neoplatym Neoplatym_ops Mattogrossensis Insetivoro Aéreo LC 20
ops (Vieira, 1942)
Noctilionidae 0 Noctilio Noctilio alblvleg;g)s (Desmarest, Insetivoro Aéreo LC 305
Noctilionidae 0 Noctilio Noctilio Iep(i;lgg)s (Linnaeus, Carnivoro LC 467
Molossidae Molossinae Nyct;)rS]omo Nyctinomops %Té‘;mosus (Peale, Insetivoro Aéreo LC 58
Molossidae Molossinae Nyctinomo | Nyctinomops laticaudatus (E. Insetivoro Aéreo LC 173
ps Geoffroy, 1805)

Molossidae Molossinae Nyct;)r;omo Nyct|nomopi8r23():rot|s (Gray, Insetivoro Aéreo LC 112
Emballonuridae | Emballonurinae | Peropteryx Peropteryx fgg%lerl (Peters, Insetivoro Aéreo LC 70
Emballonuridae | Emballonurinae | Peropteryx Peropteryx Ii%%O?F))tera (Peters, Insetivoro Aéreo LC 14
Emballonuridae | Emballonurinae | Peropteryx Peropteryx rrizélzg;tls (Wagrer, Insetivoro Aéreo LC 289

Peropteryx pallidoptera (Lim,
Emballonuridae | Emballonurinae | Peropteryx | Engstrom, Reid, Simmons, Voss | Insetivoro Aéreo DD 1
and Fleck, 2010)
Emballonuridae | Emballonurinae | Peropteryx Peropteryx iggét)atls (Miller, Insetivoro Aéreo DD 27
. . Phylloderm | Phylloderma stenops (Peters, Insetivoro
Phyllostomidae | Phyllostominae a 1865) (Gleaning) LC 120
Phyllostomidae | Phyllostominae PhyILc;stom Phyllostomuslglzgg)lor (Wagner, Onivoro LC 578




45

. . Phyllostom Phyllostomus elongatus (E. .
Phyllostomidae | Phyllostominae US Geoffroy. 1810) Onivoro LC 241
Phyllostomidae | Phyllostominae Phych;stom Phyllostomusi;g%atus (Pallas, Onivoro LC 615
Phyllostomidae | Phyllostominae Phych;stom Phyllostomusllggic))llus (Thomas, Frugivoro LC 23
Platvrrhinu Platyrrhinus angustirostris
Phyllostomidae | Stenodermatinae ys (Velazco, Gardner and Patterson, Frugivoro LC 28
2010)
Phyllostomidae | Stenodermatinae Platyrrhinu | Platyrrhinus aurarius (Handley Frugivoro LC 18
S and Ferris, 1972)
. . Platyrrhinu| Platyrrhinus brachycephalus .
Phyllostomidae | Stenodermatinae s (Rouk and Carter, 1972) Frugivoro LC 136
Platvrrhing Platyrrhinus fusciventris
Phyllostomidae | Stenodermatinae ys (Velazco, Gardner and Patterson, Frugivoro LC 34
2010)
Phyllostomidae | Stenodermatinae PIatygrhmu Platyrrhinus igclz;;um (Thomas, Frugivoro LC 46
Phyllostomidae | Stenodermatinae Platygrhlnu Platyrrhlnuslggg)s cus (Peters, Frugivoro LC 116
. . Platyrrhinu Platyrrhinus lineatus (E. .
Phyllostomidae | Stenodermatinae s Geoffroy, 1810) Frugivoro LC 261
Phyllostomidae | Stenodermatinae Platygrhlnu Platyrrhinus :II’-S((J)III)I’IUS (Thomas, Frugivoro LC 27
Molossidae Molossinae Promops Promops celn;;zél)ls (Thomas, Insetivoro Aéreo LC 83
Molossidae Molossinae Promops Promops nasutus (Spix, 1823) | Insetivoro Aéreo LC 40
Pteronotus alitonus (Pavan,
Mormoopidae 0 Pteronotus Bobrowiec and Percequillo, Insetivoro 0 29
2018)
Mormoopidae 0 Pteronotus Pteronotus gymnonotus (Natterer, Insetivoro LC 62

1843)
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Pteronotus personatus (Wagner,

Mormoopidae 0 Pteronotus 1843) Insetivoro Aéreo LC 278
Mormoopidae 0 Pteronotus Pteronotus ruli)gg)o sus (Wagner, Insetivoro Aéreo LC 88
Phyllostomidae | Stenodermatinae | Pygoderma Pygoderma blllgggtum (Wagrer, Frugivoro LC 72
Phyllostomidae | Rhinophyllinae Rhlngphyll Rhmophylla{gsgg)erae (Carter, Frugivoro LC 92
Phyllostomidae | Rhinophyllinae Rhlngphyll Rhlnophyllalggg])nlo (Peters, Frugivoro LC 274
e R Rhogeessa hussoni (Genoways .
Vespertilionidae | Vespertilioninae | Rhogeessa and Baker, 1996) Insetivoro DD 14
Vespertilionidae | Vespertilioninae | Rhogeessa | Rhogeessa io (Thomas, 1903) Insetivoro LC 38
Emballonuridae | Emballonurinae Rhynchony Rhynchonyct_erls naso (Wied- Insetivoro Aéreo LC 654
cteris Neuwied, 1820)
Emballonuridae | Emballonurinae Saccc)J(ptery Saccopteryx bgér;%z;ta (Temminck, Insetivoro Aéreo LC 798
Emballonuridae | Emballonurinae Saccc)J(ptery Saccopteryx Cfggicens Thomas, Insetivoro Aéreo LC 67
Emballonuridae | Emballonurinae Saccc)J(ptery Saccopteryx %rggura (Thomas, Insetivoro Aéreo DD 6
Emballonuridae | Emballonurinae SaCC())(ptery Saccopteryx I1e7p7t2)r a (Schreber, Insetivoro Aéreo LC 262
Phyllostomidae | Glossophaginae Sclerr(i):ycte Scleronyctelrlg;slzg)]a (Thomas, Frugivoro DD 3
. . Sphaeronyc | Sphaeronycteris toxophyllum .
Phyllostomidae | Stenodermatinae teris (Peters, 1882) Frugivoro LC 70
. . , Sturnira giannae (Velazco and .
Phyllostomidae | Stenodermatinae | Sturnira Patterson, 2019) Frugivoro 0 54
Phyllostomidae | Stenodermatinae | Sturnira Sturnira lilium (E. Geoffroy, Frugivoro LC 1385

1810)
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Sturnira magna (de la Torre,

Phyllostomidae | Stenodermatinae | Sturnira 1966) Frugivoro LC 75
Phyllostomidae | Stenodermatinae | Sturnira Sturnira tlliggg(;j ¢laTorre, Frugivoro LC 229
Molossidae Molossinae Tadarida Tadarida brasiliensis (. Insetivoro Aéreo LC 991
Geoffroy, 1824)
Thyroptera devivoi (Gregorin,
Thyropteridae 0 Thyroptera | Goncalves, Lim and Engstrom, Insetivoro DD 10
2006)
. Thyroptera discifera (Lichtenstein . .
Thyropteridae 0 Thyroptera and Peters, 1855) Insetivoro Aéreo LC 22
Thyropteridae 0 Thyroptera | Thyroptera lavali (Pine, 1993) | Insetivoro Aéreo DD 22
Thyropteridae 0 Thyroptera | Thyroptera tricolor (Spix, 1823) | Insetivoro Aéreo LC 120
Thyroptera wynneae (Velazco,
Thyropteridae 0 Thyroptera | Gregorin, Voss and Simmons, | Insetivoro Aéreo DD 10
2014)
Phyllostomidae | Phyllostominae | Tonatia Tonatia bidens (Spix, 1823) Inset|v_oro DD 88
(Gleaning)
. . . Tonatia maresi (Williams, Willig .
Phyllostomidae | Phyllostominae | Tonatia and Reid, 1995) Insetivoro 0 1
. . . . Insetivoro
Phyllostomidae | Phyllostominae | Trachops | Trachops cirrhosus (Spix, 1823) (Gleaning) LC 445
. Glyphonycterina . . Trinycteris nicefori (Sanborn, Insetivoro
Phyllostomidae o Trinycteris 1949) (Gleaning) LC 129
Phyllostomidae | Stenodermatinae | Uroderma Uroderma big)Gb;tum (Peters, Frugivoro LC 841
Phyllostomidae | Stenodermatinae | Uroderma Uroderma malggég(;strum (Davis, Frugivoro LC 212
Phyllostomidae | Stenodermatinae Vamp;yress Vampyressalpélis?j;la (Wagrer, Frugivoro DD 184
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Phyllostomidae | Stenodermatinae Vamp;yress Vampyressaltggg)ne (Thomas, Frugivoro LC 195
Phyllostomidae | Stenodermatinae VamlE)g/risc Vampyriscusigi?%(;ns (Bobson, Frugivoro LC 120
Phyllostomidae | Stenodermatinae VamlE)Syrisc Vampyriscuslg%%c)ki (Peterson, Frugivoro LC 21
Phyllostomidae | Stenodermatinae Vampsyrode Vampyrodes c;ggg;; foli (Thomas, Frugivoro LC 129
Phyllostomidae | Phyllostominae | Vampyrum Vampyrum s;:)le?cég;m (Linnaeus, Carnivoro NT 88
Phyllostomidae | Glossophaginae Xeror;ycteri Xeronyc[t)ei:(i:sh]\c/iieelga’\iz(o%g;gorin & Nectarivoro 0 3
Table S2 — Valores de Threshold, AUC, Kappa, TSS e Jaccard utilizados em cada algoritmo e nos modelos finais (SUP).
Sp Algorithm | Partition Threshold AUC Kappa |TSS Jaccard |Sorensen
GAU JACCARD |BOOT 0.93 0.87 0.87 0.89 0.94
MXD JACCARD |BOOT 0.98 0.93 0.93 0.95 0.97
Aeorestes_egregius RDF JACCARD |BOOT 0.67 0.47 0.47 0.69 0.80
SUP JACCARD |BOOT 0.98 0.97 0.97 0.97 0.98
SVM JACCARD |BOOT 0.92 0.83 0.83 0.87 0.92
Aeorestes_villosissimus GAU JACCARD |BOOT 0.88 0.69 0.69 0.73 0.84
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MXD JACCARD |BOOT 0.88 0.67 0.67 0.74 0.85
RDF JACCARD |BOOT 0.89 0.70 0.70 0.76 0.86
SUP JACCARD |BOOT 0.92 0.77 0.77 0.79 0.88
SVM JACCARD |BOOT 0.93 0.77 0.77 0.81 0.89
GAU JACCARD |BOOT 0.95 0.82 0.82 0.85 0.92
MXD JACCARD |BOOT 0.97 0.87 0.87 0.88 0.94
Ametrida_centurio RDF JACCARD |BOOT 0.94 0.85 0.85 0.87 0.93
SUP JACCARD |BOOT 0.97 0.86 0.86 0.87 0.93
SVM JACCARD |BOOT 0.94 0.75 0.75 0.79 0.88
GAU JACCARD |BOOT 0.86 0.59 0.59 0.69 0.82
MXD JACCARD |BOOT 0.90 0.67 0.67 0.74 0.85
Anoura_caudifer
RDF JACCARD |BOOT 0.90 0.66 0.66 0.74 0.85
SUP JACCARD |BOOT 0.91 0.67 0.67 0.74 0.85
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SVM JACCARD |BOOT 0.87 0.57 0.57 0.69 0.81
GAU JACCARD |BOOT 0.89 0.63 0.63 0.71 0.83
MXD JACCARD |BOOT 0.90 0.66 0.66 0.73 0.84
Anoura_geoffroyi RDF JACCARD |BOOT 0.92 0.72 0.72 0.76 0.87
SUP JACCARD |BOOT 0.91 0.71 0.71 0.76 0.86
SVM JACCARD |BOOT 0.90 0.67 0.67 0.74 0.85
GAU JACCARD |BOOT 0.92 0.78 0.78 0.82 0.90
MXD JACCARD |BOOT 0.96 0.83 0.83 0.85 0.92
Artibeus_anderseni RDF JACCARD |BOOT 0.95 0.82 0.82 0.84 0.91
SUP JACCARD |BOOT 0.96 0.83 0.83 0.85 0.92
SVM JACCARD |BOOT 0.92 0.82 0.82 0.84 0.91
GAU JACCARD |BOOT 0.95 0.84 0.84 0.86 0.92
Artibeus_bogotensis
MXD JACCARD |BOOT 0.96 0.84 0.84 0.86 0.93
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RDF JACCARD |BOOT 0.95 0.87 0.87 0.88 0.94
SUP JACCARD |BOOT 0.95 0.88 0.88 0.89 0.94
SVM JACCARD |BOOT 0.93 0.78 0.78 0.81 0.89
GAU JACCARD |BOOT 0.82 0.47 0.47 0.64 0.78
MXD JACCARD |BOOT 0.86 0.57 0.57 0.68 0.81
Artibeus_cinereus RDF JACCARD |BOOT 0.88 0.59 0.59 0.69 0.82
SUP JACCARD |BOOT 0.88 0.61 0.61 0.69 0.82
SVM JACCARD |BOOT 0.82 0.53 0.53 0.65 0.79
GAU JACCARD |BOOT 0.94 0.84 0.84 0.86 0.92
MXD JACCARD |BOOT 0.93 0.81 0.81 0.83 0.91
Artibeus_concolor RDF JACCARD |BOOT 0.94 0.80 0.80 0.82 0.90
SUP JACCARD |BOOT 0.95 0.86 0.86 0.87 0.93
SVM JACCARD |BOOT 0.95 0.82 0.82 0.84 0.91
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GAU JACCARD |BOOT 0.89 0.64 0.64 0.70 0.82
MXD JACCARD |BOOT 0.93 0.82 0.82 0.83 0.91
Artibeus_fimbriatus RDF JACCARD |BOOT 0.95 0.81 0.81 0.82 0.90
SUP JACCARD |BOOT 0.95 0.83 0.83 0.83 0.91
SVM JACCARD |BOOT 0.93 0.78 0.78 0.80 0.89
GAU JACCARD |BOOT 0.85 0.64 0.64 0.71 0.83
MXD JACCARD |BOOT 0.87 0.65 0.65 0.71 0.83
Artibeus_gnomus RDF JACCARD |BOOT 0.91 0.73 0.73 0.77 0.87
SUP JACCARD |BOOT 0.91 0.72 0.72 0.77 0.87
SVM JACCARD |BOOT 0.89 0.65 0.65 0.71 0.83
GAU JACCARD |BOOT 0.87 0.56 0.56 0.68 0.81
Artibeus_lituratus MXD JACCARD |BOOT 0.87 0.57 0.57 0.69 0.81
RDF JACCARD |BOOT 0.92 0.71 0.71 0.75 0.86




53

SUP JACCARD |BOOT 0.92 0.69 0.69 0.74 0.85
SVM JACCARD |BOOT 0.88 0.62 0.62 0.70 0.82
GAU JACCARD |BOOT 0.84 0.51 0.51 0.65 0.79
MXD JACCARD |BOOT 0.89 0.61 0.61 0.69 0.82
Artibeus_obscurus RDF JACCARD |BOOT 0.90 0.68 0.68 0.74 0.85
SUP JACCARD |BOOT 0.90 0.67 0.67 0.74 0.85
SVM JACCARD |BOOT 0.85 0.59 0.59 0.69 0.82
GAU JACCARD |BOOT 0.79 0.50 0.50 0.65 0.79
MXD JACCARD |BOOT 0.83 0.53 0.53 0.65 0.79
Artibeus_planirostris RDF JACCARD |BOOT 0.86 0.59 0.59 0.69 0.82
SUP JACCARD |BOOT 0.86 0.59 0.59 0.69 0.81
SVM JACCARD |BOOT 0.81 0.53 0.53 0.66 0.80
Carollia_benkeithi GAU JACCARD |BOOT 0.97 0.90 0.90 0.91 0.95
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MXD JACCARD |BOOT 0.92 0.83 0.83 0.86 0.92
RDF JACCARD |BOOT 0.93 0.83 0.83 0.86 0.92
SUP JACCARD |BOOT 0.95 0.88 0.88 0.90 0.95
SVM JACCARD |BOOT 0.95 0.85 0.85 0.88 0.93
GAU JACCARD |BOOT 0.91 0.68 0.68 0.74 0.85
MXD JACCARD |BOOT 0.91 0.68 0.68 0.74 0.85
Carollia_brevicaudum RDF JACCARD |BOOT 0.93 0.73 0.73 0.78 0.87
SUP JACCARD |BOOT 0.93 0.73 0.73 0.78 0.87
SVM JACCARD |BOOT 0.90 0.68 0.68 0.74 0.85
GAU JACCARD |BOOT 0.82 0.45 0.45 0.63 0.77
MXD JACCARD |BOOT 0.81 0.46 0.46 0.63 0.77
Carollia_perspicillata
RDF JACCARD |BOOT 0.90 0.67 0.67 0.73 0.84
SUP JACCARD |BOOT 0.90 0.65 0.65 0.72 0.83
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SVM JACCARD |BOOT 0.84 0.53 0.53 0.66 0.79
GAU JACCARD |BOOT 0.79 0.68 0.68 0.73 0.84
MXD JACCARD |BOOT 0.83 0.65 0.65 0.73 0.84
Centronycteris_maximiliani RDF JACCARD |BOOT 0.85 0.70 0.70 0.77 0.87
SUP JACCARD |BOOT 0.87 0.78 0.78 0.83 0.91
SVM JACCARD |BOOT 0.78 0.58 0.58 0.69 0.82
GAU JACCARD |BOOT 0.87 0.68 0.68 0.75 0.86
MXD JACCARD |BOOT 0.89 0.76 0.76 0.79 0.88
Chiroderma_doriae RDF JACCARD |BOOT 0.94 0.82 0.82 0.84 0.91
SUP JACCARD |BOOT 0.93 0.81 0.81 0.83 0.91
SVM JACCARD |BOOT 0.90 0.69 0.69 0.75 0.86
GAU JACCARD |BOOT 0.91 0.71 0.71 0.77 0.87
Chiroderma_trinitatum
MXD JACCARD |BOOT 0.91 0.70 0.70 0.76 0.86
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RDF JACCARD |BOOT 0.94 0.78 0.78 0.81 0.89
SUP JACCARD |BOOT 0.93 0.78 0.78 0.81 0.89
SVM JACCARD |BOOT 0.90 0.74 0.74 0.78 0.87
GAU JACCARD |BOOT 0.86 0.60 0.60 0.70 0.82
MXD JACCARD |BOOT 0.87 0.60 0.60 0.70 0.82
Chiroderma_villosum RDF JACCARD |BOOT 0.89 0.63 0.63 0.72 0.84
SUP JACCARD |BOOT 0.89 0.63 0.63 0.72 0.84
SVM JACCARD |BOOT 0.85 0.60 0.60 0.70 0.83
GAU JACCARD |BOOT 0.95 0.83 0.83 0.84 0.91
MXD JACCARD |BOOT 0.96 0.83 0.83 0.84 0.91
Choeroniscus_godmani RDF JACCARD |BOOT 0.96 0.86 0.86 0.87 0.93
SUP JACCARD |BOOT 0.96 0.85 0.85 0.86 0.92
SVM JACCARD |BOOT 0.94 0.80 0.80 0.82 0.90
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GAU JACCARD |BOOT 0.88 0.76 0.76 0.81 0.89
MXD JACCARD |BOOT 0.94 0.84 0.84 0.86 0.92
Choeroniscus_minor RDF JACCARD |BOOT 0.91 0.72 0.72 0.78 0.87
SUP JACCARD |BOOT 0.94 0.85 0.85 0.87 0.93
SVM JACCARD |BOOT 0.91 0.78 0.78 0.81 0.90
GAU JACCARD |BOOT 0.75 0.40 0.40 0.61 0.76
MXD JACCARD |BOOT 0.79 0.48 0.48 0.63 0.77
Chrotopterus_auritus RDF JACCARD |BOOT 0.84 0.58 0.58 0.68 0.81
SUP JACCARD |BOOT 0.82 0.56 0.56 0.66 0.80
SVM JACCARD |BOOT 0.76 0.47 0.47 0.62 0.76
GAU JACCARD |BOOT 0.93 0.79 0.79 0.82 0.90
Cormura_brevirostris MXD JACCARD |BOOT 0.92 0.79 0.79 0.81 0.90
RDF JACCARD |BOOT 0.95 0.79 0.79 0.82 0.90
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SUP JACCARD |BOOT 0.94 0.81 0.81 0.83 0.91
SVM JACCARD |BOOT 0.94 0.80 0.80 0.82 0.90
GAU JACCARD |BOOT 0.86 0.65 0.65 0.73 0.84
MXD JACCARD |BOOT 0.86 0.67 0.67 0.74 0.85
Cynomops_abrasus RDF JACCARD |BOOT 0.87 0.65 0.65 0.72 0.84
SUP JACCARD |BOOT 0.88 0.71 0.71 0.76 0.86
SVM JACCARD |BOOT 0.83 0.62 0.62 0.71 0.83
GAU JACCARD |BOOT 0.90 0.77 0.77 0.81 0.89
MXD JACCARD |BOOT 0.91 0.76 0.76 0.80 0.89
Cynomops_greenhalli RDF JACCARD |BOOT 0.87 0.81 0.81 0.85 0.92
SUP JACCARD |BOOT 0.90 0.83 0.83 0.85 0.92
SVM JACCARD |BOOT 0.86 0.80 0.80 0.83 0.90
Cynomops_mastivus GAU JACCARD |BOOT 0.60 0.22 0.22 0.56 0.72
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MXD JACCARD |BOOT 0.44 0.15 0.15 0.54 0.70
RDF JACCARD |BOOT 0.48 0.20 0.20 0.55 0.71
SUP JACCARD |BOOT 0.62 0.35 0.35 0.60 0.75
SVM JACCARD |BOOT 0.64 0.30 0.30 0.59 0.74
GAU JACCARD |BOOT 0.87 0.68 0.68 0.76 0.86
MXD JACCARD |BOOT 0.96 0.85 0.85 0.87 0.93
Cynomops_milleri RDF JACCARD |BOOT 0.89 0.72 0.72 0.79 0.88
SUP JACCARD |BOOT 0.95 0.82 0.82 0.85 0.91
SVM JACCARD |BOOT 0.93 0.78 0.78 0.82 0.90
GAU JACCARD |BOOT 0.79 0.56 0.56 0.68 0.81
MXD JACCARD |BOOT 0.83 0.53 0.53 0.66 0.79
Cynomops_planirostris
RDF JACCARD |BOOT 0.85 0.63 0.63 0.70 0.82
SUP JACCARD |BOOT 0.84 0.62 0.62 0.71 0.83
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SVM JACCARD |BOOT 0.77 0.59 0.59 0.70 0.82
GAU JACCARD |BOOT 0.61 0.24 0.24 0.57 0.72
MXD JACCARD |BOOT 0.76 0.52 0.52 0.67 0.80
Cyttarops_alecto RDF JACCARD |BOOT 0.47 0.14 0.14 0.54 0.70
SUP JACCARD |BOOT 0.78 0.56 0.56 0.68 0.81
SVM JACCARD |BOOT 0.57 0.24 0.24 0.57 0.72
GAU JACCARD |BOOT 0.78 0.47 0.47 0.63 0.77
MXD JACCARD |BOOT 0.82 0.51 0.51 0.65 0.79
Dasypterus_ega RDF JACCARD |BOOT 0.87 0.61 0.61 0.68 0.81
SUP JACCARD |BOOT 0.86 0.60 0.60 0.68 0.81
SVM JACCARD |BOOT 0.82 0.51 0.51 0.65 0.79
GAU JACCARD |BOOT 0.87 0.58 0.58 0.67 0.81
Desmodus_rotundus
MXD JACCARD |BOOT 0.86 0.57 0.57 0.67 0.80




61

RDF JACCARD |BOOT 0.91 0.67 0.67 0.73 0.84
SUP JACCARD |BOOT 0.90 0.65 0.65 0.71 0.83
SVM JACCARD |BOOT 0.87 0.62 0.62 0.69 0.82
GAU JACCARD |BOOT 0.72 0.45 0.45 0.62 0.77
MXD JACCARD |BOOT 0.70 0.36 0.36 0.59 0.74
Diaemus_youngii RDF JACCARD |BOOT 0.73 0.39 0.39 0.59 0.74
SUP JACCARD |BOOT 0.74 0.52 0.52 0.65 0.78
SVM JACCARD |BOOT 0.74 0.53 0.53 0.65 0.79
GAU JACCARD |BOOT 0.92 0.77 0.77 0.80 0.89
MXD JACCARD |BOOT 0.94 0.81 0.81 0.82 0.90
Diclidurus_albus RDF JACCARD |BOOT 0.92 0.77 0.77 0.80 0.89
SUP JACCARD |BOOT 0.94 0.81 0.81 0.82 0.90
SVM JACCARD |BOOT 0.91 0.76 0.76 0.78 0.88
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GAU JACCARD |BOOT 0.88 0.80 0.80 0.85 0.91
MXD JACCARD |BOOT 0.98 0.93 0.93 0.95 0.97
Diclidurus_ingens RDF JACCARD |BOOT 0.91 0.83 0.83 0.88 0.93
SUP JACCARD |BOOT 0.97 0.93 0.93 0.95 0.97
SVM JACCARD |BOOT 0.83 0.73 0.73 0.80 0.89
GAU JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
MXD JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
Diclidurus_isabella RDF JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SUP JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SVM JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
GAU JACCARD |BOOT 0.95 0.92 0.92 0.92 0.96
Diclidurus_scutatus MXD JACCARD |BOOT 0.98 0.92 0.92 0.93 0.96
RDF JACCARD |BOOT 0.93 0.92 0.92 0.92 0.96
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SUP JACCARD |BOOT 0.95 0.92 0.92 0.92 0.96
SVM JACCARD |BOOT 0.94 0.88 0.88 0.89 0.94
GAU JACCARD |BOOT 0.88 0.61 0.61 0.70 0.82
MXD JACCARD |BOOT 0.92 0.71 0.71 0.76 0.86
Diphylla_ecaudata RDF JACCARD |BOOT 0.93 0.76 0.76 0.79 0.88
SUP JACCARD |BOOT 0.93 0.75 0.75 0.79 0.88
SVM JACCARD |BOOT 0.92 0.73 0.73 0.76 0.87
GAU JACCARD |BOOT 0.78 0.44 0.44 0.61 0.76
MXD JACCARD |BOOT 0.79 0.47 0.47 0.61 0.76
Eptesicus_brasiliensis RDF JACCARD |BOOT 0.83 0.57 0.57 0.66 0.80
SUP JACCARD |BOOT 0.83 0.56 0.56 0.66 0.79
SVM JACCARD |BOOT 0.78 0.49 0.49 0.63 0.77
Eptesicus_chiriquinus GAU JACCARD |BOOT 0.82 0.63 0.63 0.72 0.84




64

MXD JACCARD |BOOT 0.82 0.55 0.55 0.68 0.81
RDF JACCARD |BOOT 0.89 0.68 0.68 0.75 0.86
SUP JACCARD |BOOT 0.86 0.67 0.67 0.74 0.85
SVM JACCARD |BOOT 0.76 0.56 0.56 0.69 0.81
GAU JACCARD |BOOT 0.77 0.49 0.49 0.63 0.77
MXD JACCARD |BOOT 0.81 0.56 0.56 0.65 0.79
Eptesicus_diminutus RDF JACCARD |BOOT 0.81 0.56 0.56 0.67 0.80
SUP JACCARD |BOOT 0.83 0.61 0.61 0.69 0.82
SVM JACCARD |BOOT 0.76 0.49 0.49 0.62 0.77
GAU JACCARD |BOOT 0.82 0.47 0.47 0.64 0.78
MXD JACCARD |BOOT 0.82 0.47 0.47 0.63 0.77
Eptesicus_furinalis
RDF JACCARD |BOOT 0.89 0.62 0.62 0.71 0.83
SUP JACCARD |BOOT 0.89 0.62 0.62 0.71 0.83
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SVM JACCARD |BOOT 0.83 0.51 0.51 0.65 0.79
GAU JACCARD |BOOT 0.67 0.32 0.32 0.59 0.75
MXD JACCARD |BOOT 0.67 0.32 0.32 0.59 0.74
Eumops_auripendulus RDF JACCARD |BOOT 0.74 0.45 0.45 0.63 0.77
SUP JACCARD |BOOT 0.74 0.48 0.48 0.64 0.78
SVM JACCARD |BOOT 0.71 0.38 0.38 0.60 0.75
GAU JACCARD |BOOT 0.84 0.59 0.59 0.67 0.80
MXD JACCARD |BOOT 0.84 0.54 0.54 0.66 0.79
Eumops_bonariensis RDF JACCARD |BOOT 0.88 0.65 0.65 0.71 0.83
SUP JACCARD |BOOT 0.87 0.62 0.62 0.70 0.82
SVM JACCARD |BOOT 0.85 0.60 0.60 0.69 0.82
GAU JACCARD |BOOT 0.35 0.05 0.05 0.52 0.68
Eumops_dabbenei
MXD JACCARD |BOOT 0.65 0.30 0.30 0.65 0.77
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RDF JACCARD |BOOT 0.70 0.40 0.40 0.68 0.79
SUP JACCARD |BOOT 0.70 0.45 0.45 0.70 0.81
SVM JACCARD |BOOT 0.33 0.00 0.00 0.50 0.67
GAU JACCARD |BOOT 0.88 0.80 0.80 0.85 0.91
MXD JACCARD |BOOT 0.87 0.70 0.70 0.78 0.87
Eumops_delticus RDF JACCARD |BOOT 0.81 0.70 0.70 0.78 0.87
SUP JACCARD |BOOT 0.82 0.73 0.73 0.80 0.89
SVM JACCARD |BOOT 0.39 0.03 0.03 0.51 0.68
GAU JACCARD |BOOT 0.82 0.44 0.44 0.63 0.78
MXD JACCARD |BOOT 0.83 0.50 0.50 0.65 0.79
Eumops_glaucinus RDF JACCARD |BOOT 0.85 0.58 0.58 0.68 0.81
SUP JACCARD |BOOT 0.85 0.59 0.59 0.69 0.81
SVM JACCARD |BOOT 0.82 0.50 0.50 0.65 0.78
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GAU JACCARD |BOOT 0.81 0.64 0.64 0.73 0.84
MXD JACCARD |BOOT 0.89 0.70 0.70 0.76 0.86
Eumops_hansae RDF JACCARD |BOOT 0.79 0.55 0.55 0.67 0.80
SUP JACCARD |BOOT 0.86 0.68 0.68 0.74 0.85
SVM JACCARD |BOOT 0.79 0.58 0.58 0.69 0.81
GAU JACCARD |BOOT 0.58 0.28 0.28 0.57 0.73
MXD JACCARD |BOOT 0.59 0.40 0.40 0.61 0.76
Eumops_maurus RDF JACCARD |BOOT 0.56 0.24 0.24 0.55 0.71
SUP JACCARD |BOOT 0.59 0.36 0.36 0.60 0.75
SVM JACCARD |BOOT 0.53 0.20 0.20 0.55 0.71
GAU JACCARD |BOOT 1.00 0.98 0.98 0.98 0.99
Eumops_patagonicus MXD JACCARD |BOOT 1.00 0.99 0.99 0.99 1.00
RDF JACCARD |BOOT 0.99 0.95 0.95 0.96 0.98
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SUP JACCARD |BOOT 1.00 0.98 0.98 0.99 0.99
SVM JACCARD |BOOT 0.99 0.96 0.96 0.97 0.98
GAU JACCARD |BOOT 0.77 0.51 0.51 0.65 0.79
MXD JACCARD |BOOT 0.79 0.48 0.48 0.64 0.78
Eumops_perotis RDF JACCARD |BOOT 0.86 0.60 0.60 0.67 0.80
SUP JACCARD |BOOT 0.84 0.62 0.62 0.68 0.80
SVM JACCARD |BOOT 0.81 0.60 0.60 0.65 0.79
GAU JACCARD |BOOT 0.98 0.95 0.95 0.97 0.98
MXD JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
Eumops_trumbulli RDF JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SUP JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SVM JACCARD |BOOT 0.63 0.33 0.33 0.63 0.76
Furipterus_horrens GAU JACCARD |BOOT 0.79 0.55 0.55 0.65 0.79
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MXD JACCARD |BOOT 0.81 0.54 0.54 0.68 0.81
RDF JACCARD |BOOT 0.87 0.69 0.69 0.74 0.85
SUP JACCARD |BOOT 0.85 0.62 0.62 0.71 0.83
SVM JACCARD |BOOT 0.75 0.48 0.48 0.63 0.77
GAU JACCARD |BOOT 0.83 0.58 0.58 0.70 0.82
MXD JACCARD |BOOT 0.84 0.60 0.60 0.71 0.83
Gardnerycteris_crenulatum RDF JACCARD |BOOT 0.89 0.65 0.65 0.72 0.84
SUP JACCARD |BOOT 0.88 0.65 0.65 0.72 0.84
SVM JACCARD |BOOT 0.84 0.57 0.57 0.69 0.82
GAU JACCARD |BOOT 0.98 0.91 0.91 0.91 0.95
MXD JACCARD |BOOT 0.99 0.91 0.91 0.91 0.95
Glossophaga_commissarisi
RDF JACCARD |BOOT 0.98 0.93 0.93 0.93 0.96
SUP JACCARD |BOOT 0.99 0.92 0.92 0.93 0.96
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SVM JACCARD |BOOT 0.98 0.90 0.90 0.91 0.95
GAU JACCARD |BOOT 0.97 0.86 0.86 0.87 0.93
MXD JACCARD |BOOT 0.98 0.88 0.88 0.89 0.94
Glossophaga_longirostris RDF JACCARD |BOOT 0.97 0.86 0.86 0.88 0.93
SUP JACCARD |BOOT 0.98 0.88 0.88 0.88 0.94
SVM JACCARD |BOOT 0.96 0.84 0.84 0.86 0.92
GAU JACCARD |BOOT 0.87 0.58 0.58 0.69 0.81
MXD JACCARD |BOOT 0.87 0.55 0.55 0.67 0.80
Glossophaga_soricina RDF JACCARD |BOOT 0.92 0.70 0.70 0.74 0.85
SUP JACCARD |BOOT 0.91 0.68 0.68 0.73 0.85
SVM JACCARD |BOOT 0.88 0.62 0.62 0.70 0.82
GAU JACCARD |BOOT 0.88 0.76 0.76 0.81 0.89
Glyphonycteris_daviesi
MXD JACCARD |BOOT 0.86 0.66 0.66 0.75 0.85
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RDF JACCARD |BOOT 0.92 0.86 0.86 0.87 0.92
SUP JACCARD |BOOT 0.92 0.86 0.86 0.88 0.93
SVM JACCARD |BOOT 0.80 0.64 0.64 0.70 0.82
GAU JACCARD |BOOT 0.87 0.64 0.64 0.73 0.84
MXD JACCARD |BOOT 0.86 0.68 0.68 0.74 0.85
Glyphonycteris_sylvestris RDF JACCARD |BOOT 0.82 0.55 0.55 0.68 0.81
SUP JACCARD |BOOT 0.88 0.67 0.67 0.75 0.85
SVM JACCARD |BOOT 0.82 0.51 0.51 0.67 0.80
GAU JACCARD |BOOT 0.73 0.50 0.50 0.68 0.81
MXD JACCARD |BOOT 0.90 0.80 0.80 0.87 0.92
Histiotus_diaphanopterus RDF JACCARD |BOOT 0.83 0.65 0.65 0.78 0.87
SUP JACCARD |BOOT 0.90 0.80 0.80 0.87 0.92
SVM JACCARD |BOOT 0.70 0.45 0.45 0.67 0.79
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GAU JACCARD |BOOT 0.80 0.70 0.70 0.80 0.88
MXD JACCARD |BOOT 0.83 0.75 0.75 0.83 0.90
Histiotus_laephotis RDF JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SUP JACCARD |BOOT 0.95 0.90 0.90 0.93 0.96
SVM JACCARD |BOOT 0.45 0.20 0.20 0.58 0.73
GAU JACCARD |BOOT 0.90 0.72 0.72 0.78 0.88
MXD JACCARD |BOOT 0.93 0.76 0.76 0.80 0.89
Histiotus_montanus RDF JACCARD |BOOT 0.90 0.68 0.68 0.75 0.86
SUP JACCARD |BOOT 0.94 0.76 0.76 0.81 0.89
SVM JACCARD |BOOT 0.92 0.76 0.76 0.80 0.89
GAU JACCARD |BOOT 0.92 0.71 0.71 0.76 0.86
Histiotus_velatus MXD JACCARD |BOOT 0.92 0.74 0.74 0.77 0.87
RDF JACCARD |BOOT 0.93 0.75 0.75 0.79 0.88
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SUP JACCARD |BOOT 0.93 0.78 0.78 0.80 0.89
SVM JACCARD |BOOT 0.91 0.73 0.73 0.77 0.87
GAU JACCARD |BOOT 0.89 0.68 0.68 0.75 0.86
MXD JACCARD |BOOT 0.95 0.77 0.77 0.80 0.89
Hsunycteris_thomasi RDF JACCARD |BOOT 0.92 0.67 0.67 0.75 0.85
SUP JACCARD |BOOT 0.95 0.77 0.77 0.80 0.89
SVM JACCARD |BOOT 0.92 0.72 0.72 0.77 0.87
GAU JACCARD |BOOT 0.82 0.65 0.65 0.71 0.83
MXD JACCARD |BOOT 0.87 0.68 0.68 0.72 0.84
Lampronycteris_brachyotis RDF JACCARD |BOOT 0.83 0.55 0.55 0.67 0.80
SUP JACCARD |BOOT 0.86 0.67 0.67 0.72 0.84
SVM JACCARD |BOOT 0.79 0.60 0.60 0.69 0.81
Lasiurus_blossevillii GAU JACCARD |BOOT 0.71 0.37 0.37 0.59 0.74
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MXD JACCARD |BOOT 0.78 0.45 0.45 0.61 0.76
RDF JACCARD |BOOT 0.84 0.56 0.56 0.66 0.79
SUP JACCARD |BOOT 0.84 0.54 0.54 0.65 0.79
SVM JACCARD |BOOT 0.77 0.44 0.44 0.61 0.76
GAU JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
MXD JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
Lasiurus_castaneus RDF JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SUP JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SVM JACCARD |BOOT 0.70 0.70 0.70 0.85 0.90
GAU JACCARD |BOOT 0.91 0.75 0.75 0.79 0.89
MXD JACCARD |BOOT 0.91 0.73 0.73 0.77 0.87
Lionycteris_spurrelli
RDF JACCARD |BOOT 0.92 0.81 0.81 0.83 0.91
SUP JACCARD |BOOT 0.92 0.81 0.81 0.84 0.91
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SVM JACCARD |BOOT 0.88 0.75 0.75 0.80 0.89
GAU JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
MXD JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
Lonchophylla_bokermanni RDF JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SUP JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SVM JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
GAU JACCARD |BOOT 0.63 0.30 0.30 0.62 0.75
MXD JACCARD |BOOT 0.85 0.70 0.70 0.80 0.88
Lonchophylla_dekeyseri RDF JACCARD |BOOT 0.73 0.50 0.50 0.73 0.83
SUP JACCARD |BOOT 0.88 0.75 0.75 0.83 0.90
SVM JACCARD |BOOT 0.28 0.00 0.00 0.50 0.67
GAU JACCARD |BOOT 0.60 0.30 0.30 0.59 0.74
Lonchophylla_mordax
MXD JACCARD |BOOT 0.71 0.53 0.53 0.68 0.81
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RDF JACCARD |BOOT 0.66 0.46 0.46 0.65 0.79
SUP JACCARD |BOOT 0.70 0.54 0.54 0.68 0.81
SVM JACCARD |BOOT 0.50 0.20 0.20 0.56 0.71
GAU JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
MXD JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
Lonchophylla_peracchii RDF JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SUP JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SVM JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
GAU JACCARD |BOOT 0.76 0.40 0.40 0.62 0.76
MXD JACCARD |BOOT 0.81 0.48 0.48 0.65 0.79
Lonchorhina_aurita RDF JACCARD |BOOT 0.87 0.61 0.61 0.69 0.81
SUP JACCARD |BOOT 0.86 0.57 0.57 0.68 0.81
SVM JACCARD |BOOT 0.77 0.47 0.47 0.64 0.78
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GAU JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
MXD JACCARD |BOOT 0.99 0.95 0.95 0.96 0.98
Lonchorhina_inusitata RDF JACCARD |BOOT 0.98 0.93 0.93 0.94 0.97
SUP JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SVM JACCARD |BOOT 0.97 0.93 0.93 0.93 0.96
GAU JACCARD |BOOT 0.84 0.61 0.61 0.71 0.83
MXD JACCARD |BOOT 0.86 0.59 0.59 0.69 0.82
Lophostoma_brasiliense RDF JACCARD |BOOT 0.87 0.68 0.68 0.75 0.85
SUP JACCARD |BOOT 0.87 0.67 0.67 0.75 0.86
SVM JACCARD |BOOT 0.82 0.64 0.64 0.73 0.84
GAU JACCARD |BOOT 0.86 0.77 0.77 0.82 0.90
Lophostoma_carrikeri MXD JACCARD |BOOT 0.95 0.83 0.83 0.86 0.92
RDF JACCARD |BOOT 0.91 0.71 0.71 0.78 0.88
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SUP JACCARD |BOOT 0.93 0.83 0.83 0.86 0.92
SVM JACCARD |BOOT 0.86 0.73 0.73 0.79 0.88
GAU JACCARD |BOOT 0.99 0.93 0.93 0.94 0.97
MXD JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
Lophostoma_schulzi RDF JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SUP JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SVM JACCARD |BOOT 0.91 0.77 0.77 0.82 0.90
GAU JACCARD |BOOT 0.90 0.73 0.73 0.78 0.87
MXD JACCARD |BOOT 0.90 0.71 0.71 0.76 0.86
Lophostoma_silvicola RDF JACCARD |BOOT 0.90 0.72 0.72 0.77 0.87
SUP JACCARD |BOOT 0.90 0.74 0.74 0.78 0.88
SVM JACCARD |BOOT 0.90 0.71 0.71 0.77 0.87
Macrophyllum_macrophyllum GAU JACCARD |BOOT 0.80 0.57 0.57 0.69 0.82
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MXD JACCARD |BOOT 0.80 0.55 0.55 0.68 0.81
RDF JACCARD |BOOT 0.80 0.53 0.53 0.68 0.81
SUP JACCARD |BOOT 0.81 0.59 0.59 0.70 0.82
SVM JACCARD |BOOT 0.81 0.54 0.54 0.67 0.80
GAU JACCARD |BOOT 0.88 0.68 0.68 0.76 0.86
MXD JACCARD |BOOT 0.91 0.68 0.68 0.75 0.86
Mesophylla_macconnelli RDF JACCARD |BOOT 0.91 0.71 0.71 0.76 0.86
SUP JACCARD |BOOT 0.90 0.71 0.71 0.77 0.87
SVM JACCARD |BOOT 0.86 0.71 0.71 0.76 0.87
GAU JACCARD |BOOT 0.77 0.65 0.65 0.73 0.84
MXD JACCARD |BOOT 0.90 0.66 0.66 0.73 0.84
Micronycteris_hirsuta
RDF JACCARD |BOOT 0.81 0.65 0.65 0.73 0.85
SUP JACCARD |BOOT 0.87 0.67 0.67 0.74 0.85
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SVM JACCARD |BOOT 0.77 0.62 0.62 0.72 0.84
GAU JACCARD |BOOT 0.83 0.45 0.45 0.64 0.78
MXD JACCARD |BOOT 0.85 0.52 0.52 0.65 0.79
Micronycteris_megalotis RDF JACCARD |BOOT 0.88 0.62 0.62 0.70 0.83
SUP JACCARD |BOOT 0.88 0.62 0.62 0.71 0.83
SVM JACCARD |BOOT 0.85 0.52 0.52 0.66 0.79
GAU JACCARD |BOOT 0.94 0.77 0.77 0.80 0.89
MXD JACCARD |BOOT 0.94 0.80 0.80 0.82 0.90
Micronycteris_microtis RDF JACCARD |BOOT 0.95 0.81 0.81 0.83 0.91
SUP JACCARD |BOOT 0.95 0.82 0.82 0.84 0.91
SVM JACCARD |BOOT 0.94 0.78 0.78 0.81 0.89
GAU JACCARD |BOOT 0.69 0.30 0.30 0.58 0.73
Micronycteris_minuta
MXD JACCARD |BOOT 0.74 0.33 0.33 0.58 0.74
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RDF JACCARD |BOOT 0.83 0.52 0.52 0.64 0.78
SUP JACCARD |BOOT 0.82 0.51 0.51 0.63 0.77
SVM JACCARD |BOOT 0.74 0.32 0.32 0.59 0.74
GAU JACCARD |BOOT 0.98 0.94 0.94 0.94 0.97
MXD JACCARD |BOOT 0.98 0.94 0.94 0.94 0.97
Micronycteris_sanborni RDF JACCARD |BOOT 0.99 0.99 0.99 0.99 0.99
SUP JACCARD |BOOT 0.99 0.99 0.99 0.99 0.99
SVM JACCARD |BOOT 0.94 0.86 0.86 0.87 0.93
GAU JACCARD |BOOT 0.93 0.81 0.81 0.83 0.91
MXD JACCARD |BOOT 0.92 0.81 0.81 0.83 0.91
Micronycteris_schmidtorum RDF JACCARD |BOOT 0.92 0.81 0.81 0.83 0.91
SUP JACCARD |BOOT 0.93 0.84 0.84 0.86 0.92
SVM JACCARD |BOOT 0.92 0.79 0.79 0.82 0.90
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GAU JACCARD |BOOT 0.86 0.59 0.59 0.68 0.81
MXD JACCARD |BOOT 0.92 0.75 0.75 0.77 0.87
Mimon_bennettii RDF JACCARD |BOOT 0.95 0.79 0.79 0.80 0.89
SUP JACCARD |BOOT 0.95 0.81 0.81 0.82 0.90
SVM JACCARD |BOOT 0.92 0.77 0.77 0.78 0.88
GAU JACCARD |BOOT 0.51 0.25 0.25 0.55 0.71
MXD JACCARD |BOOT 0.62 0.43 0.43 0.61 0.76
Molossops_neglectus RDF JACCARD |BOOT 0.74 0.70 0.70 0.76 0.86
SUP JACCARD |BOOT 0.72 0.68 0.68 0.75 0.85
SVM JACCARD |BOOT 0.46 0.18 0.18 0.54 0.70
GAU JACCARD |BOOT 0.81 0.46 0.46 0.63 0.77
Molossops_temminckii MXD JACCARD |BOOT 0.82 0.47 0.47 0.64 0.78
RDF JACCARD |BOOT 0.85 0.58 0.58 0.68 0.81
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SUP JACCARD |BOOT 0.85 0.59 0.59 0.69 0.81
SVM JACCARD |BOOT 0.82 0.56 0.56 0.67 0.80
GAU JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
MXD JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
Molossus_aztecus RDF JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SUP JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SVM JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
GAU JACCARD |BOOT 0.84 0.60 0.60 0.70 0.82
MXD JACCARD |BOOT 0.80 0.54 0.54 0.68 0.81
Molossus_coibensis RDF JACCARD |BOOT 0.86 0.64 0.64 0.72 0.83
SUP JACCARD |BOOT 0.86 0.67 0.67 0.73 0.84
SVM JACCARD |BOOT 0.83 0.63 0.63 0.71 0.83
Molossus_currentium GAU JACCARD |BOOT 0.74 0.33 0.33 0.60 0.75
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MXD JACCARD |BOOT 0.75 0.36 0.36 0.60 0.75
RDF JACCARD |BOOT 0.81 0.54 0.54 0.65 0.79
SUP JACCARD |BOOT 0.81 0.55 0.55 0.65 0.78
SVM JACCARD |BOOT 0.73 0.36 0.36 0.58 0.74
GAU JACCARD |BOOT 0.76 0.34 0.34 0.58 0.73
MXD JACCARD |BOOT 0.78 0.36 0.36 0.59 0.74
Molossus_molossus RDF JACCARD |BOOT 0.86 0.55 0.55 0.66 0.79
SUP JACCARD |BOOT 0.85 0.55 0.55 0.65 0.79
SVM JACCARD |BOOT 0.80 0.44 0.44 0.61 0.76
GAU JACCARD |BOOT 0.88 0.77 0.77 0.81 0.90
MXD JACCARD |BOOT 0.93 0.79 0.79 0.82 0.90
Molossus_pretiosus
RDF JACCARD |BOOT 0.91 0.77 0.77 0.81 0.90
SUP JACCARD |BOOT 0.92 0.80 0.80 0.83 0.91
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SVM JACCARD |BOOT 0.86 0.75 0.75 0.80 0.89
GAU JACCARD |BOOT 0.88 0.57 0.57 0.67 0.80
MXD JACCARD |BOOT 0.88 0.61 0.61 0.67 0.80
Molossus_rufus RDF JACCARD |BOOT 0.92 0.70 0.70 0.74 0.85
SUP JACCARD |BOOT 0.91 0.68 0.68 0.73 0.85
SVM JACCARD |BOOT 0.89 0.66 0.66 0.71 0.83
GAU JACCARD |BOOT 0.69 0.28 0.28 0.57 0.73
MXD JACCARD |BOOT 0.75 0.36 0.36 0.58 0.74
Myotis_albescens RDF JACCARD |BOOT 0.78 0.41 0.41 0.61 0.76
SUP JACCARD |BOOT 0.78 0.42 0.42 0.61 0.75
SVM JACCARD |BOOT 0.70 0.34 0.34 0.57 0.73
GAU JACCARD |BOOT 0.96 0.89 0.89 0.89 0.94
Myotis_levis
MXD JACCARD |BOOT 0.95 0.86 0.86 0.87 0.93
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RDF JACCARD |BOOT 0.95 0.82 0.82 0.84 0.91
SUP JACCARD |BOOT 0.96 0.88 0.88 0.89 0.94
SVM JACCARD |BOOT 0.96 0.88 0.88 0.88 0.94
GAU JACCARD |BOOT 0.76 0.34 0.34 0.59 0.74
MXD JACCARD |BOOT 0.79 0.41 0.41 0.61 0.76
Myotis_nigricans RDF JACCARD |BOOT 0.85 0.59 0.59 0.68 0.81
SUP JACCARD |BOOT 0.85 0.57 0.57 0.67 0.80
SVM JACCARD |BOOT 0.79 0.39 0.39 0.59 0.75
GAU JACCARD |BOOT 0.82 0.49 0.49 0.65 0.79
MXD JACCARD |BOOT 0.83 0.53 0.53 0.65 0.79
Myotis_riparius RDF JACCARD |BOOT 0.86 0.60 0.60 0.70 0.82
SUP JACCARD |BOOT 0.86 0.58 0.58 0.69 0.82
SVM JACCARD |BOOT 0.81 0.54 0.54 0.66 0.80
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GAU JACCARD |BOOT 0.70 0.39 0.39 0.61 0.76
MXD JACCARD |BOOT 0.84 0.61 0.61 0.72 0.83
Myotis_ruber RDF JACCARD |BOOT 0.74 0.60 0.60 0.69 0.81
SUP JACCARD |BOOT 0.80 0.63 0.63 0.70 0.82
SVM JACCARD |BOOT 0.65 0.33 0.33 0.58 0.73
GAU JACCARD |BOOT 0.95 0.83 0.83 0.85 0.92
MXD JACCARD |BOOT 0.93 0.81 0.81 0.84 0.91
Myotis_simus RDF JACCARD |BOOT 0.93 0.83 0.83 0.84 0.91
SUP JACCARD |BOOT 0.94 0.83 0.83 0.85 0.92
SVM JACCARD |BOOT 0.90 0.79 0.79 0.82 0.90
GAU JACCARD |BOOT 0.90 0.90 0.90 0.90 0.94
Natalus_macrourus MXD JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
RDF JACCARD |BOOT 0.97 0.90 0.90 0.93 0.96
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SUP JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SVM JACCARD |BOOT 0.87 0.83 0.83 0.84 0.91
GAU JACCARD |BOOT 0.94 0.82 0.82 0.85 0.92
MXD JACCARD |BOOT 0.92 0.78 0.78 0.83 0.90
Neoplatymops_mattogrossensis RDF JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SUP JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SVM JACCARD |BOOT 0.96 0.88 0.88 0.90 0.95
GAU JACCARD |BOOT 0.81 0.50 0.50 0.66 0.79
MXD JACCARD |BOOT 0.83 0.52 0.52 0.66 0.80
Noctilio_albiventris RDF JACCARD |BOOT 0.82 0.52 0.52 0.66 0.80
SUP JACCARD |BOOT 0.83 0.55 0.55 0.67 0.80
SVM JACCARD |BOOT 0.81 0.50 0.50 0.65 0.79
Noctilio_leporinus GAU JACCARD |BOOT 0.81 0.44 0.44 0.61 0.76
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MXD JACCARD |BOOT 0.82 0.45 0.45 0.61 0.76
RDF JACCARD |BOOT 0.89 0.62 0.62 0.70 0.82
SUP JACCARD |BOOT 0.88 0.61 0.61 0.69 0.82
SVM JACCARD |BOOT 0.82 0.47 0.47 0.62 0.77
GAU JACCARD |BOOT 0.90 0.81 0.81 0.81 0.89
MXD JACCARD |BOOT 0.94 0.86 0.86 0.86 0.92
Nyctinomops_aurispinosus RDF JACCARD |BOOT 0.91 0.80 0.80 0.81 0.89
SUP JACCARD |BOOT 0.90 0.84 0.84 0.84 0.91
SVM JACCARD |BOOT 0.87 0.82 0.82 0.82 0.90
GAU JACCARD |BOOT 0.83 0.57 0.57 0.67 0.80
MXD JACCARD |BOOT 0.83 0.52 0.52 0.66 0.79
Nyctinomops_laticaudatus
RDF JACCARD |BOOT 0.88 0.63 0.63 0.71 0.83
SUP JACCARD |BOOT 0.87 0.63 0.63 0.71 0.83
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SVM JACCARD |BOOT 0.83 0.57 0.57 0.68 0.81
GAU JACCARD |BOOT 0.91 0.75 0.75 0.77 0.87
MXD JACCARD |BOOT 0.91 0.78 0.78 0.79 0.88
Nyctinomops_macrotis RDF JACCARD |BOOT 0.94 0.78 0.78 0.81 0.89
SUP JACCARD |BOOT 0.93 0.79 0.79 0.80 0.89
SVM JACCARD |BOOT 0.88 0.73 0.73 0.76 0.86
GAU JACCARD |BOOT 0.86 0.75 0.75 0.79 0.88
MXD JACCARD |BOOT 0.86 0.72 0.72 0.77 0.87
Peropteryx_kappleri RDF JACCARD |BOOT 0.88 0.75 0.75 0.79 0.88
SUP JACCARD |BOOT 0.87 0.78 0.78 0.81 0.89
SVM JACCARD |BOOT 0.90 0.73 0.73 0.78 0.87
GAU JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
Peropteryx_leucoptera
MXD JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
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RDF JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SUP JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
SVM JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
GAU JACCARD |BOOT 0.75 0.43 0.43 0.63 0.78
MXD JACCARD |BOOT 0.82 0.50 0.50 0.65 0.79
Peropteryx_macrotis RDF JACCARD |BOOT 0.89 0.59 0.59 0.68 0.81
SUP JACCARD |BOOT 0.88 0.59 0.59 0.69 0.81
SVM JACCARD |BOOT 0.80 0.49 0.49 0.65 0.79
GAU JACCARD |BOOT 0.95 0.91 0.91 0.91 0.95
MXD JACCARD |BOOT 0.97 0.90 0.90 0.91 0.95
Peropteryx_trinitatis RDF JACCARD |BOOT 0.97 0.91 0.91 0.92 0.96
SUP JACCARD |BOOT 0.98 0.96 0.96 0.96 0.98
SVM JACCARD |BOOT 0.93 0.81 0.81 0.84 0.91
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GAU JACCARD |BOOT 0.91 0.69 0.69 0.74 0.85
MXD JACCARD |BOOT 0.94 0.73 0.73 0.78 0.87
Phylloderma_stenops RDF JACCARD |BOOT 0.93 0.73 0.73 0.77 0.87
SUP JACCARD |BOOT 0.94 0.74 0.74 0.78 0.88
SVM JACCARD |BOOT 0.93 0.72 0.72 0.77 0.87
GAU JACCARD |BOOT 0.88 0.60 0.60 0.68 0.81
MXD JACCARD |BOOT 0.88 0.59 0.59 0.67 0.80
Phyllostomus_discolor RDF JACCARD |BOOT 0.92 0.69 0.69 0.74 0.85
SUP JACCARD |BOOT 0.92 0.68 0.68 0.74 0.85
SVM JACCARD |BOOT 0.89 0.67 0.67 0.73 0.84
GAU JACCARD |BOOT 0.89 0.65 0.65 0.73 0.84
Phyllostomus_elongatus MXD JACCARD |BOOT 0.89 0.64 0.64 0.72 0.84
RDF JACCARD |BOOT 0.90 0.68 0.68 0.75 0.86
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SUP JACCARD |BOOT 0.91 0.71 0.71 0.76 0.86
SVM JACCARD |BOOT 0.87 0.65 0.65 0.73 0.84
GAU JACCARD |BOOT 0.79 0.48 0.48 0.65 0.79
MXD JACCARD |BOOT 0.85 0.57 0.57 0.68 0.81
Phyllostomus_hastatus RDF JACCARD |BOOT 0.87 0.60 0.60 0.70 0.82
SUP JACCARD |BOOT 0.87 0.59 0.59 0.69 0.82
SVM JACCARD |BOOT 0.83 0.55 0.55 0.67 0.80
GAU JACCARD |BOOT 0.96 0.87 0.87 0.89 0.94
MXD JACCARD |BOOT 0.97 0.96 0.96 0.96 0.98
Phyllostomus_latifolius RDF JACCARD |BOOT 0.96 0.84 0.84 0.86 0.92
SUP JACCARD |BOOT 0.98 0.91 0.91 0.93 0.96
SVM JACCARD |BOOT 0.89 0.74 0.74 0.79 0.88
Platyrrhinus_angustirostris GAU JACCARD |BOOT 0.83 0.59 0.59 0.70 0.82
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MXD JACCARD |BOOT 0.72 0.49 0.49 0.66 0.80
RDF JACCARD |BOOT 0.76 0.50 0.50 0.67 0.80
SUP JACCARD |BOOT 0.80 0.58 0.58 0.70 0.82
SVM JACCARD |BOOT 0.73 0.48 0.48 0.65 0.79
GAU JACCARD |BOOT 0.85 0.68 0.68 0.75 0.86
MXD JACCARD |BOOT 0.83 0.68 0.68 0.76 0.86
Platyrrhinus_aurarius RDF JACCARD |BOOT 0.83 0.64 0.64 0.73 0.84
SUP JACCARD |BOOT 0.86 0.80 0.80 0.83 0.91
SVM JACCARD |BOOT 0.75 0.56 0.56 0.68 0.81
GAU JACCARD |BOOT 0.91 0.74 0.74 0.78 0.88
MXD JACCARD |BOOT 0.91 0.77 0.77 0.80 0.89
Platyrrhinus_brachycephalus
RDF JACCARD |BOOT 0.91 0.77 0.77 0.80 0.89
SUP JACCARD |BOOT 0.92 0.78 0.78 0.82 0.90
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SVM JACCARD |BOOT 0.90 0.72 0.72 0.77 0.87
GAU JACCARD |BOOT 0.95 0.83 0.83 0.86 0.92
MXD JACCARD |BOOT 0.95 0.81 0.81 0.83 0.91
Platyrrhinus_fusciventris RDF JACCARD |BOOT 0.95 0.86 0.86 0.88 0.94
SUP JACCARD |BOOT 0.96 0.88 0.88 0.89 0.94
SVM JACCARD |BOOT 0.91 0.78 0.78 0.82 0.90
GAU JACCARD |BOOT 0.71 0.54 0.54 0.65 0.79
MXD JACCARD |BOOT 0.78 0.41 0.41 0.62 0.77
Platyrrhinus_incarum RDF JACCARD |BOOT 0.79 0.59 0.59 0.67 0.80
SUP JACCARD |BOOT 0.79 0.59 0.59 0.67 0.80
SVM JACCARD |BOOT 0.75 0.51 0.51 0.64 0.78
GAU JACCARD |BOOT 0.96 0.87 0.87 0.89 0.94
Platyrrhinus_infuscus
MXD JACCARD |BOOT 0.94 0.89 0.89 0.90 0.95
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RDF JACCARD |BOOT 0.94 0.82 0.82 0.84 0.91
SUP JACCARD |BOOT 0.96 0.90 0.90 0.91 0.95
SVM JACCARD |BOOT 0.96 0.86 0.86 0.86 0.93
GAU JACCARD |BOOT 0.84 0.55 0.55 0.68 0.81
MXD JACCARD |BOOT 0.84 0.55 0.55 0.67 0.81
Platyrrhinus_lineatus RDF JACCARD |BOOT 0.85 0.56 0.56 0.68 0.81
SUP JACCARD |BOOT 0.86 0.60 0.60 0.70 0.82
SVM JACCARD |BOOT 0.84 0.60 0.60 0.70 0.82
GAU JACCARD |BOOT 0.88 0.76 0.76 0.80 0.88
MXD JACCARD |BOOT 0.87 0.78 0.78 0.80 0.89
Platyrrhinus_recifinus RDF JACCARD |BOOT 0.87 0.83 0.83 0.84 0.91
SUP JACCARD |BOOT 0.90 0.86 0.86 0.88 0.93
SVM JACCARD |BOOT 0.88 0.74 0.74 0.77 0.87
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GAU JACCARD |BOOT 0.72 0.43 0.43 0.61 0.76
MXD JACCARD |BOOT 0.72 0.36 0.36 0.58 0.73
Promops_centralis RDF JACCARD |BOOT 0.76 0.48 0.48 0.63 0.77
SUP JACCARD |BOOT 0.75 0.46 0.46 0.63 0.77
SVM JACCARD |BOOT 0.69 0.40 0.40 0.59 0.74
GAU JACCARD |BOOT 0.60 0.23 0.23 0.56 0.72
MXD JACCARD |BOOT 0.75 0.49 0.49 0.63 0.77
Promops_nasutus RDF JACCARD |BOOT 0.71 0.36 0.36 0.60 0.75
SUP JACCARD |BOOT 0.76 0.46 0.46 0.63 0.77
SVM JACCARD |BOOT 0.66 0.33 0.33 0.59 0.74
GAU JACCARD |BOOT 0.90 0.78 0.78 0.82 0.90
Pteronotus_alitonus MXD JACCARD |BOOT 0.93 0.89 0.89 0.90 0.95
RDF JACCARD |BOOT 0.90 0.89 0.89 0.90 0.95
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SUP JACCARD |BOOT 0.92 0.89 0.89 0.90 0.95
SVM JACCARD |BOOT 0.87 0.74 0.74 0.79 0.88
GAU JACCARD |BOOT 0.90 0.69 0.69 0.76 0.86
MXD JACCARD |BOOT 0.89 0.72 0.72 0.78 0.88
Pteronotus_gymnonotus RDF JACCARD |BOOT 0.93 0.74 0.74 0.79 0.88
SUP JACCARD |BOOT 0.92 0.76 0.76 0.80 0.89
SVM JACCARD |BOOT 0.91 0.75 0.75 0.79 0.88
GAU JACCARD |BOOT 0.94 0.80 0.80 0.82 0.90
MXD JACCARD |BOOT 0.95 0.79 0.79 0.82 0.90
Pteronotus_personatus RDF JACCARD |BOOT 0.96 0.83 0.83 0.85 0.92
SUP JACCARD |BOOT 0.96 0.83 0.83 0.85 0.92
SVM JACCARD |BOOT 0.94 0.79 0.79 0.81 0.90
Pteronotus_rubiginosus GAU JACCARD |BOOT 0.89 0.76 0.76 0.77 0.87
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MXD JACCARD |BOOT 0.91 0.75 0.75 0.78 0.87
RDF JACCARD |BOOT 0.94 0.83 0.83 0.84 0.91
SUP JACCARD |BOOT 0.92 0.83 0.83 0.84 0.91
SVM JACCARD |BOOT 0.89 0.75 0.75 0.77 0.87
GAU JACCARD |BOOT 0.85 0.71 0.71 0.77 0.87
MXD JACCARD |BOOT 0.88 0.73 0.73 0.78 0.87
Pygoderma_bilabiatum RDF JACCARD |BOOT 0.87 0.74 0.74 0.79 0.88
SUP JACCARD |BOOT 0.87 0.76 0.76 0.80 0.89
SVM JACCARD |BOOT 0.87 0.72 0.72 0.77 0.87
GAU JACCARD |BOOT 0.84 0.60 0.60 0.71 0.83
MXD JACCARD |BOOT 0.81 0.56 0.56 0.69 0.82
Rhinophylla_fischerae
RDF JACCARD |BOOT 0.89 0.64 0.64 0.72 0.84
SUP JACCARD |BOOT 0.89 0.67 0.67 0.74 0.85
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SVM JACCARD |BOOT 0.85 0.64 0.64 0.72 0.84
GAU JACCARD |BOOT 0.84 0.61 0.61 0.68 0.81
MXD JACCARD |BOOT 0.86 0.62 0.62 0.70 0.82
Rhinophylla_pumilio RDF JACCARD |BOOT 0.93 0.75 0.75 0.78 0.88
SUP JACCARD |BOOT 0.92 0.73 0.73 0.77 0.87
SVM JACCARD |BOOT 0.87 0.60 0.60 0.70 0.82
GAU JACCARD |BOOT 0.80 0.58 0.58 0.71 0.83
MXD JACCARD |BOOT 0.81 0.75 0.75 0.80 0.89
Rhogeessa_hussoni RDF JACCARD |BOOT 0.79 0.65 0.65 0.72 0.84
SUP JACCARD |BOOT 0.84 0.78 0.78 0.82 0.90
SVM JACCARD |BOOT 0.80 0.63 0.63 0.72 0.83
GAU JACCARD |BOOT 0.98 0.91 0.91 0.92 0.96
Rhogeessa_io
MXD JACCARD |BOOT 0.97 0.91 0.91 0.92 0.96
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RDF JACCARD |BOOT 0.97 0.92 0.92 0.93 0.96
SUP JACCARD |BOOT 0.98 0.94 0.94 0.94 0.97
SVM JACCARD |BOOT 0.99 0.93 0.93 0.93 0.96
GAU JACCARD |BOOT 0.85 0.55 0.55 0.68 0.81
MXD JACCARD |BOOT 0.86 0.61 0.61 0.71 0.83
Rhynchonycteris_naso RDF JACCARD |BOOT 0.89 0.64 0.64 0.71 0.83
SUP JACCARD |BOOT 0.89 0.65 0.65 0.71 0.83
SVM JACCARD |BOOT 0.87 0.59 0.59 0.70 0.82
GAU JACCARD |BOOT 0.92 0.72 0.72 0.76 0.86
MXD JACCARD |BOOT 0.92 0.69 0.69 0.75 0.86
Saccopteryx_bilineata RDF JACCARD |BOOT 0.94 0.74 0.74 0.78 0.88
SUP JACCARD |BOOT 0.94 0.73 0.73 0.78 0.88
SVM JACCARD |BOOT 0.92 0.69 0.69 0.75 0.86
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GAU JACCARD |BOOT 0.95 0.82 0.82 0.84 0.92
MXD JACCARD |BOOT 0.93 0.81 0.81 0.83 0.91
Saccopteryx_canescens RDF JACCARD |BOOT 0.92 0.80 0.80 0.83 0.91
SUP JACCARD |BOOT 0.94 0.85 0.85 0.87 0.93
SVM JACCARD |BOOT 0.93 0.81 0.81 0.84 0.91
GAU JACCARD |BOOT 0.95 0.90 0.90 0.93 0.96
MXD JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
Saccopteryx_gymnura RDF JACCARD |BOOT 0.95 0.90 0.90 0.93 0.96
SUP JACCARD |BOOT 0.90 0.80 0.80 0.90 0.93
SVM JACCARD |BOOT 0.40 0.20 0.20 0.60 0.73
GAU JACCARD |BOOT 0.89 0.66 0.66 0.73 0.85
Saccopteryx_leptura MXD JACCARD |BOOT 0.89 0.66 0.66 0.73 0.85
RDF JACCARD |BOOT 0.91 0.69 0.69 0.75 0.86
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SUP JACCARD |BOOT 0.91 0.70 0.70 0.75 0.86
SVM JACCARD |BOOT 0.90 0.66 0.66 0.73 0.84
GAU JACCARD |BOOT 0.94 0.85 0.85 0.87 0.93
MXD JACCARD |BOOT 0.95 0.82 0.82 0.85 0.92
Sphaeronycteris_toxophyllum RDF JACCARD |BOOT 0.97 0.85 0.85 0.87 0.93
SUP JACCARD |BOOT 0.97 0.85 0.85 0.87 0.93
SVM JACCARD |BOOT 0.91 0.74 0.74 0.79 0.88
GAU JACCARD |BOOT 0.81 0.64 0.64 0.73 0.84
MXD JACCARD |BOOT 0.77 0.52 0.52 0.67 0.80
Sturnira_giannae RDF JACCARD |BOOT 0.79 0.64 0.64 0.72 0.84
SUP JACCARD |BOOT 0.80 0.64 0.64 0.72 0.84
SVM JACCARD |BOOT 0.77 0.61 0.61 0.71 0.83
Sturnira_lilium GAU JACCARD |BOOT 0.79 0.48 0.48 0.64 0.78
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MXD JACCARD |BOOT 0.80 0.43 0.43 0.61 0.75
RDF JACCARD |BOOT 0.88 0.61 0.61 0.70 0.82
SUP JACCARD |BOOT 0.87 0.59 0.59 0.69 0.81
SVM JACCARD |BOOT 0.81 0.52 0.52 0.65 0.79
GAU JACCARD |BOOT 0.96 0.86 0.86 0.87 0.93
MXD JACCARD |BOOT 0.98 0.88 0.88 0.89 0.94
Sturnira_magna RDF JACCARD |BOOT 0.97 0.89 0.89 0.90 0.95
SUP JACCARD |BOOT 0.98 0.90 0.90 0.91 0.95
SVM JACCARD |BOOT 0.94 0.83 0.83 0.85 0.92
GAU JACCARD |BOOT 0.84 0.58 0.58 0.69 0.82
MXD JACCARD |BOOT 0.87 0.66 0.66 0.73 0.84
Sturnira_tildae
RDF JACCARD |BOOT 0.89 0.64 0.64 0.73 0.84
SUP JACCARD |BOOT 0.88 0.64 0.64 0.72 0.84
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SVM JACCARD |BOOT 0.85 0.60 0.60 0.69 0.82
GAU JACCARD |BOOT 0.90 0.65 0.65 0.72 0.84
MXD JACCARD |BOOT 0.89 0.60 0.60 0.68 0.81
Tadarida_brasiliensis RDF JACCARD |BOOT 0.93 0.72 0.72 0.76 0.86
SUP JACCARD |BOOT 0.93 0.71 0.71 0.76 0.86
SVM JACCARD |BOOT 0.90 0.69 0.69 0.75 0.86
GAU JACCARD |BOOT 0.79 0.67 0.67 0.75 0.86
MXD JACCARD |BOOT 0.87 0.70 0.70 0.78 0.87
Thyroptera_devivoi RDF JACCARD |BOOT 0.69 0.67 0.67 0.75 0.86
SUP JACCARD |BOOT 0.84 0.77 0.77 0.83 0.90
SVM JACCARD |BOOT 0.86 0.73 0.73 0.80 0.89
GAU JACCARD |BOOT 0.84 0.63 0.63 0.73 0.84
Thyroptera_discifera
MXD JACCARD |BOOT 0.90 0.73 0.73 0.79 0.88
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RDF JACCARD |BOOT 0.87 0.71 0.71 0.75 0.85
SUP JACCARD |BOOT 0.90 0.71 0.71 0.79 0.88
SVM JACCARD |BOOT 0.75 0.40 0.40 0.63 0.77
GAU JACCARD |BOOT 0.95 0.84 0.84 0.87 0.93
MXD JACCARD |BOOT 0.96 0.87 0.87 0.89 0.94
Thyroptera_lavali RDF JACCARD |BOOT 0.93 0.74 0.74 0.79 0.88
SUP JACCARD |BOOT 0.96 0.86 0.86 0.88 0.93
SVM JACCARD |BOOT 0.91 0.80 0.80 0.84 0.91
GAU JACCARD |BOOT 0.75 0.41 0.41 0.62 0.77
MXD JACCARD |BOOT 0.76 0.40 0.40 0.62 0.76
Thyroptera_tricolor RDF JACCARD |BOOT 0.80 0.51 0.51 0.66 0.79
SUP JACCARD |BOOT 0.80 0.51 0.51 0.66 0.79
SVM JACCARD |BOOT 0.69 0.43 0.43 0.63 0.77
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GAU JACCARD |BOOT 0.93 0.83 0.83 0.88 0.93
MXD JACCARD |BOOT 1.00 1.00 1.00 1.00 1.00
Thyroptera_wynneae RDF JACCARD |BOOT 0.91 0.83 0.83 0.88 0.93
SUP JACCARD |BOOT 0.98 0.97 0.97 0.98 0.99
SVM JACCARD |BOOT 0.81 0.73 0.73 0.84 0.90
GAU JACCARD |BOOT 0.67 0.37 0.37 0.61 0.75
MXD JACCARD |BOOT 0.78 0.48 0.48 0.65 0.79
Tonatia_bidens RDF JACCARD |BOOT 0.71 0.37 0.37 0.60 0.75
SUP JACCARD |BOOT 0.76 0.48 0.48 0.65 0.79
SVM JACCARD |BOOT 0.65 0.38 0.38 0.59 0.74
GAU JACCARD |BOOT 0.82 0.43 0.43 0.61 0.76
Trachops_cirrhosus MXD JACCARD |BOOT 0.82 0.46 0.46 0.62 0.77
RDF JACCARD |BOOT 0.86 0.58 0.58 0.68 0.81
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SUP JACCARD |BOOT 0.86 0.58 0.58 0.69 0.81
SVM JACCARD |BOOT 0.82 0.54 0.54 0.67 0.80
GAU JACCARD |BOOT 0.75 0.49 0.49 0.66 0.79
MXD JACCARD |BOOT 0.79 0.51 0.51 0.66 0.80
Trinycteris_nicefori RDF JACCARD |BOOT 0.80 0.49 0.49 0.66 0.79
SUP JACCARD |BOOT 0.79 0.51 0.51 0.67 0.80
SVM JACCARD |BOOT 0.76 0.50 0.50 0.66 0.80
GAU JACCARD |BOOT 0.88 0.65 0.65 0.74 0.85
MXD JACCARD |BOOT 0.89 0.66 0.66 0.74 0.85
Uroderma_bilobatum RDF JACCARD |BOOT 0.91 0.73 0.73 0.78 0.88
SUP JACCARD |BOOT 0.91 0.73 0.73 0.78 0.88
SVM JACCARD |BOOT 0.88 0.68 0.68 0.75 0.86
Uroderma_magnirostrum GAU JACCARD |BOOT 0.81 0.51 0.51 0.64 0.78
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MXD JACCARD |BOOT 0.83 0.56 0.56 0.67 0.80
RDF JACCARD |BOOT 0.89 0.65 0.65 0.71 0.83
SUP JACCARD |BOOT 0.88 0.68 0.68 0.73 0.84
SVM JACCARD |BOOT 0.82 0.50 0.50 0.63 0.77
GAU JACCARD |BOOT 0.83 0.45 0.45 0.62 0.76
MXD JACCARD |BOOT 0.86 0.56 0.56 0.66 0.79
Vampyressa_pusilla RDF JACCARD |BOOT 0.89 0.65 0.65 0.72 0.84
SUP JACCARD |BOOT 0.89 0.63 0.63 0.71 0.83
SVM JACCARD |BOOT 0.82 0.50 0.50 0.65 0.78
GAU JACCARD |BOOT 0.89 0.71 0.71 0.77 0.87
MXD JACCARD |BOOT 0.91 0.70 0.70 0.76 0.86
Vampyressa_thyone
RDF JACCARD |BOOT 0.91 0.75 0.75 0.80 0.89
SUP JACCARD |BOOT 0.91 0.74 0.74 0.79 0.88
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SVM JACCARD |BOOT 0.89 0.69 0.69 0.75 0.86
GAU JACCARD |BOOT 0.92 0.81 0.81 0.84 0.91
MXD JACCARD |BOOT 0.95 0.83 0.83 0.86 0.92
Vampyriscus_bidens RDF JACCARD |BOOT 0.95 0.87 0.87 0.88 0.94
SUP JACCARD |BOOT 0.95 0.84 0.84 0.86 0.93
SVM JACCARD |BOOT 0.91 0.76 0.76 0.80 0.89
GAU JACCARD |BOOT 0.93 0.82 0.82 0.85 0.92
MXD JACCARD |BOOT 0.88 0.73 0.73 0.79 0.88
Vampyriscus_brocki RDF JACCARD |BOOT 0.87 0.78 0.78 0.82 0.90
SUP JACCARD |BOOT 0.92 0.85 0.85 0.87 0.93
SVM JACCARD |BOOT 0.93 0.85 0.85 0.87 0.93
GAU JACCARD |BOOT 0.83 0.62 0.62 0.71 0.83
Vampyrodes_caraccioli
MXD JACCARD |BOOT 0.83 0.54 0.54 0.67 0.80
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RDF JACCARD |BOOT 0.85 0.65 0.65 0.74 0.85
SUP JACCARD |BOOT 0.84 0.66 0.66 0.74 0.85
SVM JACCARD |BOOT 0.84 0.60 0.60 0.70 0.83
GAU JACCARD |BOOT 0.80 0.57 0.57 0.70 0.82
MXD JACCARD |BOOT 0.85 0.63 0.63 0.72 0.84
Vampyrum_spectrum RDF JACCARD |BOOT 0.81 0.60 0.60 0.71 0.83
SUP JACCARD |BOOT 0.85 0.65 0.65 0.73 0.85
SVM JACCARD |BOOT 0.75 0.54 0.54 0.69 0.81
MXD BLOCK JACCARD |0.96 0.86 0.86 0.87 0.93
SVM BLOCK JACCARD |0.96 0.83 0.83 0.86 0.92
Ametrida_centurio RDF BLOCK JACCARD |0.97 0.91 0.91 0.91 0.95
GAU BLOCK JACCARD |0.97 0.91 0.91 0.91 0.95
SUP BLOCK JACCARD |0.97 0.92 0.92 0.92 0.96
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MXD BLOCK JACCARD |0.90 0.68 0.68 0.73 0.84
SVM BLOCK JACCARD |0.84 0.55 0.55 0.68 0.81
Anoura_caudifer RDF BLOCK JACCARD |0.89 0.63 0.63 0.71 0.83
GAU BLOCK JACCARD |0.87 0.63 0.63 0.70 0.82
SUP BLOCK JACCARD |0.90 0.64 0.64 0.72 0.84
MXD BLOCK JACCARD |0.84 0.54 0.54 0.65 0.79
SVM BLOCK JACCARD |0.85 0.58 0.58 0.68 0.81
Anoura_geoffroyi RDF BLOCK JACCARD |0.85 0.51 0.51 0.65 0.79
GAU BLOCK JACCARD |0.85 0.60 0.60 0.68 0.81
SUP BLOCK JACCARD |0.85 0.60 0.60 0.68 0.81
MXD BLOCK JACCARD |0.88 0.67 0.67 0.74 0.85
Artibeus_anderseni SVM BLOCK JACCARD |0.87 0.70 0.70 0.76 0.86
RDF BLOCK JACCARD |(0.89 0.77 0.77 0.81 0.90
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GAU BLOCK JACCARD |0.88 0.75 0.75 0.80 0.89
SUP BLOCK JACCARD |0.89 0.78 0.78 0.82 0.90
MXD BLOCK JACCARD |0.89 0.74 0.74 0.79 0.88
SVM BLOCK JACCARD |0.83 0.60 0.60 0.71 0.83
Artibeus_bogotensis RDF BLOCK JACCARD |0.90 0.77 0.77 0.81 0.90
GAU BLOCK JACCARD |0.88 0.76 0.76 0.80 0.89
SUP BLOCK JACCARD |0.90 0.78 0.78 0.82 0.90
MXD BLOCK JACCARD |0.83 0.53 0.53 0.66 0.79
SVM BLOCK JACCARD |0.79 0.47 0.47 0.64 0.78
Artibeus_cinereus RDF BLOCK JACCARD |0.79 0.47 0.47 0.63 0.77
GAU BLOCK JACCARD |0.75 0.37 0.37 0.61 0.76
SUP BLOCK JACCARD |0.82 0.53 0.53 0.67 0.80
Artibeus_concolor MXD BLOCK JACCARD |0.94 0.82 0.82 0.84 0.92
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SVM BLOCK JACCARD |0.86 0.74 0.74 0.79 0.88
RDF BLOCK JACCARD |0.90 0.73 0.73 0.78 0.87
GAU BLOCK JACCARD |0.88 0.75 0.75 0.79 0.88
SUP BLOCK JACCARD |0.94 0.82 0.82 0.84 0.92
MXD BLOCK JACCARD |0.88 0.66 0.66 0.73 0.84
SVM BLOCK JACCARD |0.79 0.53 0.53 0.64 0.78
Artibeus_fimbriatus RDF BLOCK JACCARD |0.87 0.60 0.60 0.70 0.82
GAU BLOCK JACCARD 0.83 0.52 0.52 0.68 0.81
SUP BLOCK JACCARD |0.90 0.72 0.72 0.77 0.87
MXD BLOCK JACCARD [0.82 0.59 0.59 0.69 0.82
SVM BLOCK JACCARD |0.84 0.67 0.67 0.72 0.84
Artibeus_gnomus
RDF BLOCK JACCARD |0.85 0.66 0.66 0.73 0.84
GAU BLOCK JACCARD |0.85 0.65 0.65 0.73 0.84
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SUP BLOCK JACCARD |0.87 0.66 0.66 0.72 0.84
MXD BLOCK JACCARD (081 0.47 0.47 0.63 0.77
SVM BLOCK JACCARD |0.85 0.56 0.56 0.67 0.80
Artibeus_lituratus RDF BLOCK JACCARD |0.87 0.61 0.61 0.70 0.82
GAU BLOCK JACCARD |0.84 0.54 0.54 0.66 0.79
SUP BLOCK JACCARD |0.87 0.60 0.60 0.69 0.82
MXD BLOCK JACCARD |0.87 0.56 0.56 0.69 0.81
SVM BLOCK JACCARD (0.83 0.54 0.54 0.67 0.80
Artibeus_obscurus RDF BLOCK JACCARD |0.87 0.62 0.62 0.71 0.83
GAU BLOCK JACCARD |0.84 0.57 0.57 0.67 0.81
SUP BLOCK JACCARD |0.87 0.63 0.63 0.72 0.83
MXD BLOCK JACCARD |0.77 0.39 0.39 0.61 0.76
Artibeus_planirostris
SVM BLOCK JACCARD |0.75 0.44 0.44 0.62 0.76
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RDF BLOCK JACCARD |0.78 0.44 0.44 0.63 0.77
GAU BLOCK JACCARD |0.74 0.44 0.44 0.62 0.77
SUP BLOCK JACCARD |0.77 0.46 0.46 0.63 0.78
MXD BLOCK JACCARD |(0.88 0.62 0.62 0.71 0.83
SVM BLOCK JACCARD |0.86 0.60 0.60 0.70 0.82
Carollia_brevicaudum RDF BLOCK JACCARD |0.88 0.64 0.64 0.72 0.84
GAU BLOCK JACCARD |0.87 0.63 0.63 0.72 0.83
SUP BLOCK JACCARD |(0.89 0.64 0.64 0.72 0.84
MXD BLOCK JACCARD |0.76 0.38 0.38 0.61 0.75
SVM BLOCK JACCARD |(0.78 0.44 0.44 0.63 0.77
Carollia_perspicillata RDF BLOCK JACCARD |0.83 0.52 0.52 0.65 0.79
GAU BLOCK JACCARD |0.76 0.40 0.40 0.62 0.76
SUP BLOCK JACCARD |(0.82 0.49 0.49 0.65 0.79
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MXD BLOCK JACCARD |0.79 0.79 0.79 0.79 0.86
SVM BLOCK JACCARD |0.66 0.15 0.15 0.55 0.70
Chiroderma_doriae RDF BLOCK JACCARD |0.55 0.23 0.23 0.57 0.72
GAU BLOCK JACCARD |0.54 0.19 0.19 0.55 0.71
SUP BLOCK JACCARD |0.79 0.79 0.79 0.79 0.86
MXD BLOCK JACCARD |0.85 0.63 0.63 0.71 0.83
SVM BLOCK JACCARD |0.80 0.51 0.51 0.65 0.79
Chiroderma_trinitatum RDF BLOCK JACCARD |(0.88 0.65 0.65 0.74 0.85
GAU BLOCK JACCARD |0.86 0.65 0.65 0.74 0.85
SUP BLOCK JACCARD |0.87 0.66 0.66 0.74 0.85
MXD BLOCK JACCARD |0.82 0.49 0.49 0.65 0.79
Chiroderma_villosum SVM BLOCK JACCARD |0.79 0.55 0.55 0.67 0.80
RDF BLOCK JACCARD |0.80 0.52 0.52 0.66 0.80
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GAU BLOCK JACCARD |0.79 0.53 0.53 0.66 0.80
SUP BLOCK JACCARD (081 0.54 0.54 0.67 0.80
MXD BLOCK JACCARD |(0.92 0.76 0.76 0.79 0.88
SVM BLOCK JACCARD [0.93 0.79 0.79 0.83 0.90
Choeroniscus_godmani RDF BLOCK JACCARD |0.94 0.82 0.82 0.84 0.91
GAU BLOCK JACCARD |0.93 0.81 0.81 0.83 0.91
SUP BLOCK JACCARD |0.95 0.83 0.83 0.85 0.92
MXD BLOCK JACCARD |0.80 0.64 0.64 0.73 0.84
SVM BLOCK JACCARD |0.73 0.44 0.44 0.63 0.78
Choeroniscus_minor RDF BLOCK JACCARD ]0.82 0.64 0.64 0.71 0.83
GAU BLOCK JACCARD |0.75 0.58 0.58 0.70 0.83
SUP BLOCK JACCARD |0.79 0.60 0.60 0.71 0.83
Chrotopterus_auritus MXD BLOCK JACCARD |0.77 0.40 0.40 0.61 0.76
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SVM BLOCK JACCARD |0.76 0.31 0.31 0.59 0.74
RDF BLOCK JACCARD |0.76 0.31 0.31 0.58 0.74
GAU BLOCK JACCARD |0.75 0.34 0.34 0.59 0.75
SUP BLOCK JACCARD |0.77 0.39 0.39 0.61 0.76
MXD BLOCK JACCARD |0.84 0.66 0.66 0.74 0.85
SVM BLOCK JACCARD |0.84 0.66 0.66 0.74 0.85
Cormura_brevirostris RDF BLOCK JACCARD (0.84 0.68 0.68 0.76 0.86
GAU BLOCK JACCARD |0.85 0.69 0.69 0.76 0.86
SUP BLOCK JACCARD |0.84 0.69 0.69 0.76 0.86
MXD BLOCK JACCARD |(0.82 0.52 0.52 0.66 0.79
SVM BLOCK JACCARD |0.86 0.66 0.66 0.72 0.84
Cynomops_abrasus
RDF BLOCK JACCARD |0.85 0.60 0.60 0.70 0.82
GAU BLOCK JACCARD |0.85 0.63 0.63 0.73 0.85
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SUP BLOCK JACCARD 0.88 0.68 0.68 0.75 0.86
MXD BLOCK JACCARD |0.77 0.53 0.53 0.68 0.81
SVM BLOCK JACCARD |0.70 0.41 0.41 0.61 0.76
Cynomops_planirostris RDF BLOCK JACCARD |(0.78 0.43 0.43 0.62 0.77
GAU BLOCK JACCARD |0.73 0.37 0.37 0.62 0.76
SUP BLOCK JACCARD |0.77 0.53 0.53 0.68 0.81
MXD BLOCK JACCARD |0.68 0.24 0.24 0.55 0.71
SVM BLOCK JACCARD |0.61 0.18 0.18 0.53 0.70
Dasypterus_ega RDF BLOCK JACCARD |0.65 0.22 0.22 0.55 0.71
GAU BLOCK JACCARD |0.63 0.23 0.23 0.56 0.72
SUP BLOCK JACCARD |0.67 0.26 0.26 0.57 0.73
MXD BLOCK JACCARD |(0.83 0.50 0.50 0.64 0.78
Desmodus_rotundus
SVM BLOCK JACCARD |(0.83 0.54 0.54 0.65 0.79
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RDF BLOCK JACCARD |0.84 0.54 0.54 0.65 0.79
GAU BLOCK JACCARD |0.83 0.51 0.51 0.64 0.78
SUP BLOCK JACCARD |0.84 0.55 0.55 0.66 0.80
MXD BLOCK JACCARD |0.66 0.32 0.32 0.58 0.73
SVM BLOCK JACCARD |0.71 0.33 0.33 0.59 0.74
Diaemus_youngii RDF BLOCK JACCARD |0.66 0.39 0.39 0.56 0.72
GAU BLOCK JACCARD |0.72 0.39 0.39 0.60 0.75
SUP BLOCK JACCARD |0.70 0.47 0.47 0.61 0.76
MXD BLOCK JACCARD |0.79 0.57 0.57 0.70 0.82
SVM BLOCK JACCARD |0.71 0.49 0.49 0.65 0.79
Diclidurus_albus RDF BLOCK JACCARD |0.76 0.49 0.49 0.65 0.79
GAU BLOCK JACCARD |0.80 0.60 0.60 0.71 0.83
SUP BLOCK JACCARD |0.80 0.60 0.60 0.71 0.83
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MXD BLOCK JACCARD |0.89 0.61 0.61 0.69 0.82
SVM BLOCK JACCARD |0.84 0.51 0.51 0.67 0.80
Diphylla_ecaudata RDF BLOCK JACCARD |0.88 0.63 0.63 0.71 0.83
GAU BLOCK JACCARD [0.84 0.50 0.50 0.67 0.80
SUP BLOCK JACCARD |0.89 0.65 0.65 0.72 0.83
MXD BLOCK JACCARD |0.66 0.23 0.23 0.54 0.70
SVM BLOCK JACCARD |0.68 0.33 0.33 0.57 0.73
Eptesicus_brasiliensis RDF BLOCK JACCARD |0.73 0.41 0.41 0.59 0.74
GAU BLOCK JACCARD |(0.71 0.34 0.34 0.58 0.73
SUP BLOCK JACCARD |(0.73 0.40 0.40 0.59 0.74
MXD BLOCK JACCARD |0.69 0.48 0.48 0.63 0.77
Eptesicus_chiriquinus SVM BLOCK JACCARD |0.67 0.31 0.31 0.59 0.74
RDF BLOCK JACCARD |0.74 0.49 0.49 0.66 0.80
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GAU BLOCK JACCARD |0.74 0.58 0.58 0.70 0.82
SUP BLOCK JACCARD |0.75 0.58 0.58 0.70 0.83
MXD BLOCK JACCARD |0.68 0.28 0.28 0.59 0.74
SVM BLOCK JACCARD |0.66 0.35 0.35 0.56 0.72
Eptesicus_diminutus RDF BLOCK JACCARD |0.78 0.52 0.52 0.67 0.80
GAU BLOCK JACCARD |(0.73 0.48 0.48 0.60 0.75
SUP BLOCK JACCARD |0.77 0.54 0.54 0.64 0.78
MXD BLOCK JACCARD |(0.71 0.36 0.36 0.59 0.74
SVM BLOCK JACCARD |0.67 0.24 0.24 0.57 0.72
Eptesicus_furinalis RDF BLOCK JACCARD |0.67 0.30 0.30 0.57 0.72
GAU BLOCK JACCARD |0.69 0.31 0.31 0.59 0.74
SUP BLOCK JACCARD |0.71 0.32 0.32 0.59 0.74
Eumops_auripendulus MXD BLOCK JACCARD |0.75 0.42 0.42 0.63 0.77
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SVM BLOCK JACCARD |0.66 0.35 0.35 0.58 0.74
RDF BLOCK JACCARD |0.74 0.38 0.38 0.59 0.74
GAU BLOCK JACCARD |0.70 0.37 0.37 0.59 0.74
SUP BLOCK JACCARD |0.75 0.41 0.41 0.62 0.76
MXD BLOCK JACCARD |0.67 0.37 0.37 0.58 0.74
SVM BLOCK JACCARD |0.63 0.25 0.25 0.56 0.72
Eumops_bonariensis RDF BLOCK JACCARD |0.53 0.20 0.20 0.52 0.69
GAU BLOCK JACCARD |0.61 0.21 0.21 0.54 0.70
SUP BLOCK JACCARD |0.67 0.37 0.37 0.58 0.74
MXD BLOCK JACCARD |(0.71 0.42 0.42 0.62 0.76
SVM BLOCK JACCARD |0.65 0.16 0.16 0.54 0.70
Eumops_glaucinus
RDF BLOCK JACCARD |0.67 0.27 0.27 0.57 0.72
GAU BLOCK JACCARD |0.68 0.31 0.31 0.58 0.74
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SUP BLOCK JACCARD [0.70 0.35 0.35 0.60 0.75
MXD BLOCK JACCARD |0.87 0.61 0.61 0.72 0.83
SVM BLOCK JACCARD |0.78 0.55 0.55 0.62 0.77
Eumops_patagonicus RDF BLOCK JACCARD |(0.81 0.55 0.55 0.68 0.81
GAU BLOCK JACCARD |0.75 0.54 0.54 0.62 0.76
SUP BLOCK JACCARD |0.87 0.61 0.61 0.72 0.83
MXD BLOCK JACCARD |0.76 0.44 0.44 0.62 0.77
SVM BLOCK JACCARD |0.72 0.33 0.33 0.58 0.73
Eumops_perotis RDF BLOCK JACCARD |0.75 0.36 0.36 0.60 0.75
GAU BLOCK JACCARD |(0.73 0.35 0.35 0.58 0.74
SUP BLOCK JACCARD |0.76 0.44 0.44 0.62 0.77
MXD BLOCK JACCARD (081 0.55 0.55 0.67 0.80
Furipterus_horrens
SVM BLOCK JACCARD |(0.79 0.60 0.60 0.69 0.81
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RDF BLOCK JACCARD (0.83 0.58 0.58 0.65 0.79
GAU BLOCK JACCARD |0.85 0.60 0.60 0.70 0.83
SUP BLOCK JACCARD |0.83 0.53 0.53 0.67 0.80
MXD BLOCK JACCARD |(0.81 0.55 0.55 0.68 0.81
SVM BLOCK JACCARD |(0.82 0.54 0.54 0.67 0.80
Gardnerycteris_crenulatum RDF BLOCK JACCARD |0.85 0.56 0.56 0.67 0.80
GAU BLOCK JACCARD |0.83 0.60 0.60 0.71 0.83
SUP BLOCK JACCARD 0.83 0.60 0.60 0.71 0.83
MXD BLOCK JACCARD |0.96 0.87 0.87 0.89 0.94
SVM BLOCK JACCARD |0.96 0.86 0.86 0.88 0.93
Glossophaga_commissarisi RDF BLOCK JACCARD |0.96 0.88 0.88 0.89 0.94
GAU BLOCK JACCARD |0.97 0.89 0.89 0.90 0.95
SUP BLOCK JACCARD |0.97 0.89 0.89 0.90 0.95
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MXD BLOCK JACCARD |0.95 0.85 0.85 0.86 0.93
SVM BLOCK JACCARD |0.87 0.60 0.60 0.70 0.83
Glossophaga_longirostris RDF BLOCK JACCARD |0.94 0.82 0.82 0.85 0.92
GAU BLOCK JACCARD [0.95 0.81 0.81 0.83 0.91
SUP BLOCK JACCARD |[0.95 0.84 0.84 0.86 0.93
MXD BLOCK JACCARD |0.84 0.53 0.53 0.65 0.78
SVM BLOCK JACCARD |0.85 0.56 0.56 0.67 0.80
Glossophaga_soricina RDF BLOCK JACCARD |0.86 0.60 0.60 0.68 0.81
GAU BLOCK JACCARD |0.85 0.56 0.56 0.66 0.80
SUP BLOCK JACCARD |0.86 0.59 0.59 0.68 0.81
MXD BLOCK JACCARD |0.82 0.57 0.57 0.67 0.80
Glyphonycteris_sylvestris SVM BLOCK JACCARD |0.87 0.70 0.70 0.77 0.87
RDF BLOCK JACCARD (091 0.76 0.76 0.80 0.89
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GAU BLOCK JACCARD |0.90 0.76 0.76 0.79 0.88
SUP BLOCK JACCARD |0.90 0.74 0.74 0.78 0.88
MXD BLOCK JACCARD |0.71 0.38 0.38 0.61 0.76
SVM BLOCK JACCARD |0.71 0.39 0.39 0.60 0.75
Histiotus_montanus RDF BLOCK JACCARD |0.69 0.34 0.34 0.60 0.75
GAU BLOCK JACCARD |0.74 0.47 0.47 0.65 0.78
SUP BLOCK JACCARD |0.74 0.47 0.47 0.65 0.78
MXD BLOCK JACCARD |0.92 0.81 0.81 0.82 0.90
SVM BLOCK JACCARD |0.93 0.75 0.75 0.78 0.88
Histiotus_velatus RDF BLOCK JACCARD |0.91 0.76 0.76 0.80 0.89
GAU BLOCK JACCARD |0.92 0.78 0.78 0.80 0.89
SUP BLOCK JACCARD |0.92 0.78 0.78 0.79 0.88
Hsunycteris_thomasi MXD BLOCK JACCARD |0.87 0.70 0.70 0.77 0.87
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SVM BLOCK JACCARD |(0.81 0.55 0.55 0.67 0.80
RDF BLOCK JACCARD |0.87 0.68 0.68 0.75 0.86
GAU BLOCK JACCARD |0.85 0.66 0.66 0.74 0.85
SUP BLOCK JACCARD |0.87 0.67 0.67 0.75 0.86
MXD BLOCK JACCARD |0.70 0.35 0.35 0.58 0.73
SVM BLOCK JACCARD |0.64 0.18 0.18 0.54 0.70
Lampronycteris_brachyotis RDF BLOCK JACCARD |0.74 0.45 0.45 0.64 0.78
GAU BLOCK JACCARD |0.74 0.40 0.40 0.61 0.76
SUP BLOCK JACCARD |0.75 0.39 0.39 0.62 0.76
MXD BLOCK JACCARD |(0.73 0.31 0.31 0.58 0.74
SVM BLOCK JACCARD |(0.72 0.28 0.28 0.56 0.72
Lasiurus_blossevillii
RDF BLOCK JACCARD |0.76 0.36 0.36 0.58 0.73
GAU BLOCK JACCARD |0.69 0.32 0.32 0.58 0.73
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SUP BLOCK JACCARD |0.75 0.39 0.39 0.58 0.73
MXD BLOCK JACCARD |0.87 0.61 0.61 0.72 0.83
SVM BLOCK JACCARD |0.85 0.61 0.61 0.69 0.82
Lionycteris_spurrelli RDF BLOCK JACCARD |0.89 0.69 0.69 0.75 0.86
GAU BLOCK JACCARD |0.89 0.67 0.67 0.75 0.85
SUP BLOCK JACCARD |(0.89 0.66 0.66 0.74 0.85
MXD BLOCK JACCARD |0.58 0.16 0.16 0.54 0.70
SVM BLOCK JACCARD |0.56 0.22 0.22 0.52 0.69
Lonchorhina_aurita RDF BLOCK JACCARD |0.76 0.41 0.41 0.61 0.76
GAU BLOCK JACCARD |0.65 0.31 0.31 0.56 0.72
SUP BLOCK JACCARD |(0.71 041 041 0.58 0.74
MXD BLOCK JACCARD (081 0.53 0.53 0.66 0.80
Lophostoma_brasiliense
SVM BLOCK JACCARD |0.73 0.39 0.39 0.57 0.73
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RDF BLOCK JACCARD |0.80 0.48 0.48 0.64 0.78
GAU BLOCK JACCARD |0.80 0.50 0.50 0.65 0.79
SUP BLOCK JACCARD (081 0.47 0.47 0.64 0.78
MXD BLOCK JACCARD |(0.83 0.57 0.57 0.68 0.81
SVM BLOCK JACCARD |0.86 0.70 0.70 0.75 0.86
Lophostoma_silvicola RDF BLOCK JACCARD |0.87 0.69 0.69 0.75 0.86
GAU BLOCK JACCARD |0.87 0.67 0.67 0.74 0.85
SUP BLOCK JACCARD |0.87 0.71 0.71 0.76 0.87
MXD BLOCK JACCARD |0.72 0.34 0.34 0.59 0.74
SVM BLOCK JACCARD |0.71 0.39 0.39 0.60 0.75
Macrophyllum_macrophyllum RDF BLOCK JACCARD |(0.72 0.40 0.40 0.60 0.75
GAU BLOCK JACCARD |0.71 0.43 0.43 0.63 0.77
SUP BLOCK JACCARD |(0.72 0.42 0.42 0.62 0.77
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MXD BLOCK JACCARD |0.88 0.72 0.72 0.78 0.88
SVM BLOCK JACCARD |0.86 0.62 0.62 0.72 0.84
Mesophylla_macconnelli RDF BLOCK JACCARD |0.87 0.70 0.70 0.76 0.87
GAU BLOCK JACCARD |(0.88 0.71 0.71 0.77 0.87
SUP BLOCK JACCARD |0.88 0.72 0.72 0.78 0.87
MXD BLOCK JACCARD (081 0.63 0.63 0.72 0.84
SVM BLOCK JACCARD |(0.71 0.56 0.56 0.69 0.81
Micronycteris_hirsuta RDF BLOCK JACCARD |0.82 0.55 0.55 0.68 0.81
GAU BLOCK JACCARD |0.79 0.67 0.67 0.74 0.85
SUP BLOCK JACCARD |(0.81 0.67 0.67 0.74 0.85
MXD BLOCK JACCARD |0.78 041 041 0.62 0.76
Micronycteris_megalotis SVM BLOCK JACCARD |0.74 0.38 0.38 0.59 0.75
RDF BLOCK JACCARD |0.76 0.43 0.43 0.62 0.77
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GAU BLOCK JACCARD |0.74 0.39 0.39 0.62 0.76
SUP BLOCK JACCARD |0.78 0.41 0.41 0.62 0.77
MXD BLOCK JACCARD |(0.91 0.75 0.75 0.78 0.88
SVM BLOCK JACCARD |(0.89 0.71 0.71 0.74 0.85
Micronycteris_microtis RDF BLOCK JACCARD |0.90 0.73 0.73 0.77 0.87
GAU BLOCK JACCARD |(0.89 0.74 0.74 0.77 0.87
SUP BLOCK JACCARD |0.90 0.75 0.75 0.77 0.87
MXD BLOCK JACCARD |(0.71 0.28 0.28 0.58 0.73
SVM BLOCK JACCARD |(0.71 0.25 0.25 0.54 0.70
Micronycteris_minuta RDF BLOCK JACCARD |0.78 0.41 0.41 0.62 0.76
GAU BLOCK JACCARD |(0.72 0.32 0.32 0.59 0.74
SUP BLOCK JACCARD |0.77 0.37 0.37 0.60 0.75
Micronycteris_schmidtorum MXD BLOCK JACCARD |0.84 0.59 0.59 0.68 0.81
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SVM BLOCK JACCARD |0.84 0.62 0.62 0.71 0.83
RDF BLOCK JACCARD |0.83 0.56 0.56 0.68 0.81
GAU BLOCK JACCARD |0.84 0.59 0.59 0.70 0.83
SUP BLOCK JACCARD |0.85 0.61 0.61 0.71 0.83
MXD BLOCK JACCARD |(0.72 0.25 0.25 0.57 0.73
SVM BLOCK JACCARD |(0.73 0.43 0.43 0.57 0.73
Mimon_bennettii RDF BLOCK JACCARD |0.76 0.45 0.45 0.59 0.74
GAU BLOCK JACCARD |0.68 0.40 0.40 0.58 0.73
SUP BLOCK JACCARD |0.73 0.46 0.46 0.59 0.74
MXD BLOCK JACCARD |(0.72 0.36 0.36 0.60 0.75
SVM BLOCK JACCARD |0.66 0.21 0.21 0.56 0.71
Molossops_temminckii
RDF BLOCK JACCARD |0.67 0.18 0.18 0.55 0.71
GAU BLOCK JACCARD |0.67 0.24 0.24 0.57 0.72
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SUP BLOCK JACCARD |0.72 0.36 0.36 0.60 0.75
MXD BLOCK JACCARD |0.76 0.47 0.47 0.64 0.78
SVM BLOCK JACCARD |0.74 0.49 0.49 0.65 0.79
Molossus_coibensis RDF BLOCK JACCARD |0.70 0.48 0.48 0.65 0.78
GAU BLOCK JACCARD |(0.72 0.53 0.53 0.67 0.80
SUP BLOCK JACCARD |(0.72 0.53 0.53 0.67 0.80
MXD BLOCK JACCARD |0.74 0.49 0.49 0.62 0.76
SVM BLOCK JACCARD |(0.72 0.51 0.51 0.64 0.78
Molossus_currentium RDF BLOCK JACCARD |0.78 0.52 0.52 0.67 0.80
GAU BLOCK JACCARD [0.80 0.60 0.60 0.68 0.81
SUP BLOCK JACCARD [0.80 0.60 0.60 0.68 0.81
MXD BLOCK JACCARD |0.71 0.25 0.25 0.56 0.72
Molossus_molossus
SVM BLOCK JACCARD |0.70 0.25 0.25 0.56 0.71
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RDF BLOCK JACCARD |0.76 0.35 0.35 0.60 0.75
GAU BLOCK JACCARD |0.69 0.29 0.29 0.57 0.73
SUP BLOCK JACCARD |0.75 0.32 0.32 0.58 0.74
MXD BLOCK JACCARD |(0.83 0.66 0.66 0.72 0.84
SVM BLOCK JACCARD |0.87 0.65 0.65 0.74 0.85
Molossus_pretiosus RDF BLOCK JACCARD |0.86 0.63 0.63 0.71 0.83
GAU BLOCK JACCARD |(0.92 0.77 0.77 0.80 0.89
SUP BLOCK JACCARD |(0.92 0.77 0.77 0.80 0.89
MXD BLOCK JACCARD |(0.83 0.50 0.50 0.64 0.78
SVM BLOCK JACCARD |(0.79 0.31 0.31 0.59 0.74
Molossus_rufus RDF BLOCK JACCARD |(0.81 0.43 0.43 0.61 0.75
GAU BLOCK JACCARD (081 0.46 0.46 0.63 0.77
SUP BLOCK JACCARD |(0.83 0.47 0.47 0.63 0.77
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MXD BLOCK JACCARD |0.71 0.29 0.29 0.58 0.73
SVM BLOCK JACCARD |0.70 0.31 0.31 0.57 0.72
Myotis_albescens RDF BLOCK JACCARD |0.70 0.28 0.28 0.57 0.73
GAU BLOCK JACCARD |0.71 0.32 0.32 0.58 0.74
SUP BLOCK JACCARD |0.71 0.32 0.32 0.58 0.73
MXD BLOCK JACCARD |0.89 0.70 0.70 0.76 0.86
SVM BLOCK JACCARD |0.89 0.74 0.74 0.78 0.88
Myotis_levis RDF BLOCK JACCARD |0.89 0.65 0.65 0.72 0.84
GAU BLOCK JACCARD |0.90 0.72 0.72 0.77 0.87
SUP BLOCK JACCARD |0.90 0.73 0.73 0.78 0.88
MXD BLOCK JACCARD |0.74 0.32 0.32 0.58 0.74
Myotis_nigricans SVM BLOCK JACCARD |0.74 0.35 0.35 0.58 0.73
RDF BLOCK JACCARD |0.76 0.37 0.37 0.59 0.74
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GAU BLOCK JACCARD |0.73 0.35 0.35 0.58 0.73
SUP BLOCK JACCARD |0.76 0.35 0.35 0.59 0.74
MXD BLOCK JACCARD |0.77 0.40 0.40 0.60 0.75
SVM BLOCK JACCARD |0.73 0.36 0.36 0.59 0.74
Myotis_riparius RDF BLOCK JACCARD |0.80 0.53 0.53 0.67 0.80
GAU BLOCK JACCARD |0.76 0.45 0.45 0.63 0.77
SUP BLOCK JACCARD |0.79 0.49 0.49 0.65 0.79
MXD BLOCK JACCARD |0.74 0.46 0.46 0.64 0.78
SVM BLOCK JACCARD |0.73 0.40 0.40 0.60 0.75
Noctilio_albiventris RDF BLOCK JACCARD |0.73 0.39 0.39 0.62 0.76
GAU BLOCK JACCARD |0.75 0.43 0.43 0.63 0.77
SUP BLOCK JACCARD |0.75 0.45 0.45 0.64 0.78
Noctilio_leporinus MXD BLOCK JACCARD |0.77 0.35 0.35 0.57 0.73
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SVM BLOCK JACCARD |(0.72 0.37 0.37 0.57 0.72
RDF BLOCK JACCARD |0.77 0.41 0.41 0.60 0.75
GAU BLOCK JACCARD |0.76 0.37 0.37 0.57 0.73
SUP BLOCK JACCARD |0.77 0.41 0.41 0.60 0.75
MXD BLOCK JACCARD |0.87 0.69 0.69 0.74 0.85
SVM BLOCK JACCARD |0.84 0.57 0.57 0.66 0.80
Nyctinomops_aurispinosus RDF BLOCK JACCARD |0.87 0.64 0.64 0.69 0.82
GAU BLOCK JACCARD |0.88 0.63 0.63 0.70 0.82
SUP BLOCK JACCARD |0.90 0.66 0.66 0.74 0.85
MXD BLOCK JACCARD |0.77 0.40 0.40 0.60 0.75
SVM BLOCK JACCARD |0.77 0.39 0.39 0.58 0.73
Nyctinomops_laticaudatus
RDF BLOCK JACCARD |0.78 0.41 0.41 0.59 0.75
GAU BLOCK JACCARD |(0.78 0.38 0.38 0.61 0.75
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SUP BLOCK JACCARD |0.79 0.41 0.41 0.60 0.75
MXD BLOCK JACCARD |0.82 0.59 0.59 0.69 0.81
SVM BLOCK JACCARD |0.83 0.61 0.61 0.67 0.80
Nyctinomops_macrotis RDF BLOCK JACCARD |0.87 0.68 0.68 0.72 0.84
GAU BLOCK JACCARD |(0.83 0.59 0.59 0.66 0.80
SUP BLOCK JACCARD |0.87 0.68 0.68 0.72 0.84
MXD BLOCK JACCARD |0.80 0.49 0.49 0.65 0.78
SVM BLOCK JACCARD [0.81 0.52 0.52 0.66 0.80
Peropteryx_kappleri RDF BLOCK JACCARD |0.82 0.66 0.66 0.73 0.84
GAU BLOCK JACCARD |0.81 0.56 0.56 0.69 0.81
SUP BLOCK JACCARD |0.83 0.62 0.62 0.72 0.84
MXD BLOCK JACCARD |0.69 0.27 0.27 0.58 0.73
Peropteryx_macrotis
SVM BLOCK JACCARD |0.65 0.29 0.29 0.56 0.71
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RDF BLOCK JACCARD |(0.71 0.32 0.32 0.59 0.74
GAU BLOCK JACCARD |0.65 0.29 0.29 0.57 0.73
SUP BLOCK JACCARD |0.69 0.29 0.29 0.58 0.74
MXD BLOCK JACCARD |0.76 0.40 0.40 0.60 0.75
SVM BLOCK JACCARD |0.75 0.45 0.45 0.63 0.77
Phylloderma_stenops RDF BLOCK JACCARD |0.79 0.54 0.54 0.62 0.77
GAU BLOCK JACCARD |0.74 0.44 0.44 0.63 0.77
SUP BLOCK JACCARD |(0.79 0.54 0.54 0.62 0.77
MXD BLOCK JACCARD |0.77 0.38 0.38 0.61 0.76
SVM BLOCK JACCARD |0.76 0.44 0.44 0.61 0.76
Phyllostomus_discolor RDF BLOCK JACCARD |0.75 0.42 0.42 0.62 0.76
GAU BLOCK JACCARD |0.79 0.40 0.40 0.61 0.76
SUP BLOCK JACCARD |0.77 0.46 0.46 0.62 0.77
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MXD BLOCK JACCARD |0.84 0.56 0.56 0.69 0.81
SVM BLOCK JACCARD (081 0.50 0.50 0.64 0.78
Phyllostomus_elongatus RDF BLOCK JACCARD |0.84 0.60 0.60 0.70 0.83
GAU BLOCK JACCARD |(0.83 0.57 0.57 0.70 0.82
SUP BLOCK JACCARD |0.84 0.59 0.59 0.70 0.82
MXD BLOCK JACCARD |0.79 0.43 0.43 0.63 0.77
SVM BLOCK JACCARD |0.77 0.46 0.46 0.63 0.78
Phyllostomus_hastatus RDF BLOCK JACCARD |0.82 0.50 0.50 0.64 0.78
GAU BLOCK JACCARD |0.79 0.43 0.43 0.63 0.77
SUP BLOCK JACCARD |(0.81 0.46 0.46 0.64 0.78
MXD BLOCK JACCARD |0.83 0.64 0.64 0.71 0.83
Platyrrhinus_brachycephalus SVM BLOCK JACCARD |(0.79 0.51 0.51 0.65 0.79
RDF BLOCK JACCARD |(0.83 0.57 0.57 0.69 0.82
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GAU BLOCK JACCARD 0.83 0.62 0.62 0.71 0.83
SUP BLOCK JACCARD |0.83 0.62 0.62 0.71 0.83
MXD BLOCK JACCARD |0.96 0.91 0.91 0.92 0.96
SVM BLOCK JACCARD |0.93 0.80 0.80 0.83 0.91
Platyrrhinus_fusciventris RDF BLOCK JACCARD |0.97 0.91 0.91 0.92 0.96
GAU BLOCK JACCARD |0.96 0.82 0.82 0.85 0.92
SUP BLOCK JACCARD |0.97 0.95 0.95 0.95 0.98
MXD BLOCK JACCARD [0.85 0.58 0.58 0.69 0.81
SVM BLOCK JACCARD |0.75 0.44 0.44 0.61 0.76
Platyrrhinus_incarum RDF BLOCK JACCARD |0.84 0.62 0.62 0.71 0.83
GAU BLOCK JACCARD [0.82 0.52 0.52 0.68 0.81
SUP BLOCK JACCARD |0.86 0.62 0.62 0.71 0.83
Platyrrhinus_infuscus MXD BLOCK JACCARD |0.87 0.68 0.68 0.75 0.86
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SVM BLOCK JACCARD |0.85 0.62 0.62 0.71 0.83
RDF BLOCK JACCARD |0.89 0.72 0.72 0.78 0.87
GAU BLOCK JACCARD |0.86 0.68 0.68 0.76 0.86
SUP BLOCK JACCARD |(0.88 0.71 0.71 0.77 0.87
MXD BLOCK JACCARD |0.80 0.46 0.46 0.61 0.76
SVM BLOCK JACCARD |0.80 0.47 0.47 0.62 0.77
Platyrrhinus_lineatus RDF BLOCK JACCARD |0.83 0.49 0.49 0.64 0.78
GAU BLOCK JACCARD |0.80 0.44 0.44 0.63 0.78
SUP BLOCK JACCARD |(0.83 0.51 0.51 0.65 0.79
MXD BLOCK JACCARD |(0.78 0.52 0.52 0.63 0.78
SVM BLOCK JACCARD |(0.72 0.49 0.49 0.60 0.75
Promops_centralis
RDF BLOCK JACCARD |0.70 0.39 0.39 0.60 0.75
GAU BLOCK JACCARD |(0.78 0.48 0.48 0.64 0.78
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SUP BLOCK JACCARD |0.78 0.51 0.51 0.64 0.78
MXD BLOCK JACCARD |0.61 0.19 0.19 0.55 0.71
SVM BLOCK JACCARD |0.64 0.14 0.14 0.54 0.70
Promops_nasutus RDF BLOCK JACCARD |[0.59 0.17 0.17 0.53 0.69
GAU BLOCK JACCARD |0.61 0.14 0.14 0.54 0.70
SUP BLOCK JACCARD |0.60 0.21 0.21 0.56 0.72
MXD BLOCK JACCARD |0.67 0.39 0.39 0.61 0.76
SVM BLOCK JACCARD |0.62 0.30 0.30 0.55 0.71
Pteronotus_gymnonotus RDF BLOCK JACCARD |0.69 0.39 0.39 0.61 0.76
GAU BLOCK JACCARD |0.68 0.34 0.34 0.60 0.75
SUP BLOCK JACCARD |0.68 0.37 0.37 0.61 0.76
MXD BLOCK JACCARD |0.95 0.80 0.80 0.81 0.89
Pteronotus_personatus
SVM BLOCK JACCARD |0.94 0.79 0.79 0.81 0.89
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RDF BLOCK JACCARD [0.94 0.80 0.80 0.81 0.90
GAU BLOCK JACCARD |0.95 0.80 0.80 0.82 0.90
SUP BLOCK JACCARD |0.95 0.82 0.82 0.83 0.91
MXD BLOCK JACCARD |(0.72 0.31 0.31 0.58 0.73
SVM BLOCK JACCARD |0.80 0.52 0.52 0.67 0.80
Pteronotus_rubiginosus RDF BLOCK JACCARD |0.76 0.41 0.41 0.61 0.76
GAU BLOCK JACCARD |(0.81 0.55 0.55 0.66 0.80
SUP BLOCK JACCARD |0.82 0.63 0.63 0.72 0.84
MXD BLOCK JACCARD |(0.83 0.69 0.69 0.76 0.86
SVM BLOCK JACCARD |0.85 0.68 0.68 0.75 0.86
Pygoderma_bilabiatum RDF BLOCK JACCARD |0.86 0.76 0.76 0.80 0.89
GAU BLOCK JACCARD |0.82 0.66 0.66 0.74 0.85
SUP BLOCK JACCARD |0.86 0.76 0.76 0.80 0.89
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MXD BLOCK JACCARD |0.82 0.57 0.57 0.68 0.81
SVM BLOCK JACCARD |0.84 0.65 0.65 0.73 0.85
Rhinophylla_fischerae RDF BLOCK JACCARD |0.82 0.59 0.59 0.71 0.83
GAU BLOCK JACCARD |0.84 0.65 0.65 0.73 0.85
SUP BLOCK JACCARD |0.85 0.69 0.69 0.75 0.86
MXD BLOCK JACCARD |0.84 0.54 0.54 0.68 0.81
SVM BLOCK JACCARD (0.83 0.57 0.57 0.67 0.80
Rhinophylla_pumilio RDF BLOCK JACCARD |0.85 0.54 0.54 0.68 0.81
GAU BLOCK JACCARD |(0.83 0.56 0.56 0.68 0.81
SUP BLOCK JACCARD |0.84 0.51 0.51 0.67 0.80
MXD BLOCK JACCARD |0.97 0.95 0.95 0.95 0.97
Rhogeessa_io SVM BLOCK JACCARD |0.95 0.82 0.82 0.85 0.92
RDF BLOCK JACCARD |0.96 0.90 0.90 0.91 0.95
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GAU BLOCK JACCARD |0.97 0.92 0.92 0.93 0.96
SUP BLOCK JACCARD |0.97 0.92 0.92 0.93 0.96
MXD BLOCK JACCARD |0.82 0.56 0.56 0.68 0.81
SVM BLOCK JACCARD |0.381 0.58 0.58 0.69 0.81
Rhynchonycteris_naso RDF BLOCK JACCARD |0.83 0.56 0.56 0.67 0.81
GAU BLOCK JACCARD |0.83 0.57 0.57 0.68 0.81
SUP BLOCK JACCARD |0.83 0.58 0.58 0.69 0.81
MXD BLOCK JACCARD |(0.89 0.61 0.61 0.71 0.83
SVM BLOCK JACCARD |0.87 0.63 0.63 0.72 0.83
Saccopteryx_bilineata RDF BLOCK JACCARD |0.87 0.58 0.58 0.69 0.82
GAU BLOCK JACCARD |0.90 0.64 0.64 0.72 0.84
SUP BLOCK JACCARD |0.89 0.65 0.65 0.72 0.84
Saccopteryx_canescens MXD BLOCK JACCARD (0.94 0.80 0.80 0.82 0.90
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SVM BLOCK JACCARD |0.89 0.77 0.77 0.79 0.88
RDF BLOCK JACCARD |0.95 0.83 0.83 0.85 0.92
GAU BLOCK JACCARD |0.93 0.77 0.77 0.80 0.89
SUP BLOCK JACCARD |0.97 0.85 0.85 0.86 0.93
MXD BLOCK JACCARD |0.80 0.51 0.51 0.66 0.80
SVM BLOCK JACCARD |0.78 0.49 0.49 0.64 0.78
Saccopteryx_leptura RDF BLOCK JACCARD |0.80 0.52 0.52 0.65 0.79
GAU BLOCK JACCARD |0.82 0.50 0.50 0.66 0.79
SUP BLOCK JACCARD (081 0.56 0.56 0.68 0.81
MXD BLOCK JACCARD [0.96 0.83 0.83 0.84 0.91
SVM BLOCK JACCARD [0.90 0.65 0.65 0.75 0.85
Sphaeronycteris_toxophyllum
RDF BLOCK JACCARD |0.97 0.83 0.83 0.85 0.92
GAU BLOCK JACCARD |0.96 0.83 0.83 0.85 0.92
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SUP BLOCK JACCARD |0.97 0.83 0.83 0.85 0.92
MXD BLOCK JACCARD |0.66 0.38 0.38 0.59 0.74
SVM BLOCK JACCARD |0.62 0.31 0.31 0.57 0.73
Sturnira_giannae RDF BLOCK JACCARD |0.74 0.48 0.48 0.66 0.80
GAU BLOCK JACCARD |0.74 0.60 0.60 0.71 0.83
SUP BLOCK JACCARD |0.74 0.59 0.59 0.71 0.83
MXD BLOCK JACCARD |(0.71 0.30 0.30 0.57 0.73
SVM BLOCK JACCARD |0.69 0.30 0.30 0.57 0.73
Sturnira_lilium RDF BLOCK JACCARD |0.77 0.39 0.39 0.61 0.75
GAU BLOCK JACCARD |0.69 0.33 0.33 0.59 0.74
SUP BLOCK JACCARD |[0.74 0.38 0.38 0.61 0.76
MXD BLOCK JACCARD |0.94 0.86 0.86 0.87 0.93
Sturnira_magna
SVM BLOCK JACCARD |0.90 0.73 0.73 0.78 0.88
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RDF BLOCK JACCARD |0.93 0.79 0.79 0.82 0.90
GAU BLOCK JACCARD |0.92 0.78 0.78 0.81 0.90
SUP BLOCK JACCARD |0.95 0.82 0.82 0.84 0.92
MXD BLOCK JACCARD |0.86 0.61 0.61 0.71 0.83
SVM BLOCK JACCARD |0.85 0.62 0.62 0.70 0.82
Sturnira_tildae RDF BLOCK JACCARD |0.88 0.65 0.65 0.72 0.84
GAU BLOCK JACCARD |0.86 0.60 0.60 0.70 0.82
SUP BLOCK JACCARD |0.88 0.65 0.65 0.72 0.84
MXD BLOCK JACCARD |0.85 0.55 0.55 0.67 0.80
SVM BLOCK JACCARD |0.87 0.64 0.64 0.71 0.83
Tadarida_brasiliensis RDF BLOCK JACCARD |0.86 0.60 0.60 0.70 0.82
GAU BLOCK JACCARD |0.87 0.63 0.63 0.71 0.83
SUP BLOCK JACCARD |0.87 0.65 0.65 0.71 0.83
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MXD BLOCK JACCARD |0.80 0.52 0.52 0.67 0.80
SVM BLOCK JACCARD |0.75 0.49 0.49 0.62 0.77
Thyroptera_tricolor RDF BLOCK JACCARD (081 0.50 0.50 0.66 0.79
GAU BLOCK JACCARD |(0.81 0.55 0.55 0.68 0.81
SUP BLOCK JACCARD |0.80 0.56 0.56 0.68 0.81
MXD BLOCK JACCARD |0.69 0.28 0.28 0.57 0.73
SVM BLOCK JACCARD [0.60 0.30 0.30 0.56 0.72
Tonatia_bidens RDF BLOCK JACCARD |0.67 0.26 0.26 0.57 0.73
GAU BLOCK JACCARD |0.60 0.35 0.35 0.59 0.74
SUP BLOCK JACCARD [0.60 0.35 0.35 0.59 0.74
MXD BLOCK JACCARD |0.74 0.37 0.37 0.61 0.76
Trachops_cirrhosus SVM BLOCK JACCARD |0.78 0.47 0.47 0.62 0.77
RDF BLOCK JACCARD |0.77 0.42 0.42 0.62 0.77
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GAU BLOCK JACCARD |0.79 0.47 0.47 0.63 0.78
SUP BLOCK JACCARD |0.79 0.46 0.46 0.64 0.78
MXD BLOCK JACCARD |0.79 0.59 0.59 0.70 0.82
SVM BLOCK JACCARD |0.74 0.34 0.34 0.59 0.74
Trinycteris_nicefori RDF BLOCK JACCARD |0.74 0.50 0.50 0.64 0.78
GAU BLOCK JACCARD |0.80 0.60 0.60 0.70 0.82
SUP BLOCK JACCARD [0.80 0.60 0.60 0.71 0.83
MXD BLOCK JACCARD |0.83 0.57 0.57 0.69 0.82
SVM BLOCK JACCARD (081 0.57 0.57 0.68 0.81
Uroderma_bilobatum RDF BLOCK JACCARD |0.82 0.56 0.56 0.69 0.82
GAU BLOCK JACCARD [0.82 0.57 0.57 0.69 0.82
SUP BLOCK JACCARD |0.82 0.56 0.56 0.69 0.81
Uroderma_magnirostrum MXD BLOCK JACCARD (0.80 0.48 0.48 0.64 0.78
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SVM BLOCK JACCARD |0.75 0.43 0.43 0.63 0.77
RDF BLOCK JACCARD |0.76 0.41 0.41 0.63 0.77
GAU BLOCK JACCARD |0.79 0.49 0.49 0.66 0.79
SUP BLOCK JACCARD [0.80 0.50 0.50 0.66 0.80
MXD BLOCK JACCARD |0.76 0.39 0.39 0.58 0.74
SVM BLOCK JACCARD |0.70 0.29 0.29 0.57 0.72
Vampyressa_pusilla RDF BLOCK JACCARD |0.76 0.48 0.48 0.62 0.77
GAU BLOCK JACCARD |0.75 0.44 0.44 0.59 0.74
SUP BLOCK JACCARD |0.77 0.47 0.47 0.62 0.76
MXD BLOCK JACCARD |(0.92 0.65 0.65 0.74 0.85
SVM BLOCK JACCARD |0.89 0.67 0.67 0.74 0.85
Vampyressa_thyone
RDF BLOCK JACCARD |0.95 0.76 0.76 0.80 0.89
GAU BLOCK JACCARD |0.94 0.75 0.75 0.78 0.88
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SUP BLOCK JACCARD [0.95 0.76 0.76 0.80 0.89
MXD BLOCK JACCARD |0.85 0.68 0.68 0.75 0.86
SVM BLOCK JACCARD |0.82 0.61 0.61 0.69 0.82
Vampyriscus_bidens RDF BLOCK JACCARD |0.89 0.77 0.77 0.81 0.89
GAU BLOCK JACCARD |0.89 0.73 0.73 0.77 0.87
SUP BLOCK JACCARD |(0.89 0.75 0.75 0.80 0.89
MXD BLOCK JACCARD |0.76 0.47 0.47 0.64 0.78
SVM BLOCK JACCARD |0.68 0.30 0.30 0.57 0.73
Vampyrodes_caraccioli RDF BLOCK JACCARD |0.74 0.39 0.39 0.61 0.76
GAU BLOCK JACCARD |(0.73 0.45 0.45 0.64 0.78
SUP BLOCK JACCARD |0.75 0.46 0.46 0.65 0.79
MXD BLOCK JACCARD |0.80 0.63 0.63 0.73 0.84
Vampyrum_spectrum
SVM BLOCK JACCARD |(0.79 0.63 0.63 0.71 0.83
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RDF BLOCK JACCARD |0.80 0.63 0.63 0.73 0.84
GAU BLOCK JACCARD |0.83 0.66 0.66 0.75 0.85
SUP BLOCK JACCARD |0.83 0.66 0.66 0.75 0.85




120°00"W  110°0'0"W  100%0'0"W - 90°0'0"W  ROP0'0"W  T0P0'0"W  60°00"W  S0°0'0"W
fl I I i L 1 1 1

40°00"W 30°0'0"W
i 1

30°0°0"N—

20°0'0"N

10°0°0"N—

P00

10°0'0"s

2070084

30°0/0"S

4070084

S070'0"S—

N
. 3
o
. \\\\\\—'\ “‘é—\ F3oe00mN
N ¥ v
[
\ K p% oo
ey
FlosooN
Fosoo
Flosoors
P F20°00"S
@ Pontos de ocorréncia de
Acorestes egregius
- Area de ocorréncia da espécie 30°0/0s
F40°0'0"S
Fsoooms

G070'0"S

T T T T T T T T T T
T20°00"W  TT0°0'0"W  T0050'0"W  90°0'0"W  ROPD'0™W TOP00"W 60°00"W  S0S000"W 40°00"W 30500"W

Figura SO1 Distribuicdo potencial de Aeorestes egregius
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Figura SO5 Distribuigéo potencial de Cynomops planirostris
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Figura S06 Distribuicdo potencial de Diclidurus ingens
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Figura SO7 Distribuigéo potencial de Eumops delticus
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Figura S09 Distribuicdo potencial de Histiotus velatus
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Figura S10 Distribuigéo potencial de Lasiurus castaneus
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Figura S11 Distribuicdo potencial de Lonchorhina inusitata
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Figura S12 Distribuicéo potencial de Molossops neglectus
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Figura S13 Distribuicdo potencial de Myotis simus
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Figura S14 Distribuicdo potencial de Peropteryx trinitatis

163



164

120°00"W  110°0'0"W  100°0'0"W 90°0'0"W 80°0'0"W 70°00"W 60°0'0"W 30°0'0'W 40°0'0"W 30°0'0'W
1 1 1 1 1 1 1 L 1 L

30°0'0"N . [30°0'0"N
20°0'0"N4 [F20°0'0"N
10°00"N F1070'0"N
0°0'0" o 000"
10°0'0" 5 F10°0'0"S
20°00" S ® Pontos de ocorréncia de Loooors
Rhogeessa hussoni
- "Area de ocorréncia da espécie

30°0'0" 5+ [30°0'0"S
40°0'0" S+ [-40°0'0"S
50°0'0" 5 [-50°0'0"S
s0°00°

T T T T T T T T T T
120000"W L100'0"W 100°0'0"W 90°00"W 80°00"W T0°00"W 60°0'0"W s0°00W 40°0'0"W 3000w

Figura S15 Distribuigéo potencial de Rhogeessa hussoni

120°00"W 110°0°0"W  TO0F0'0"W 90°0°0"W  BOPO'0"W  TO00"W  60°0°0"W  S0°0°0"W 40°0'0"W 30°0'0"W
i 1 1 1 1 1 1 1 1 1

30°00"N . % k300N
A,
Ly 7
200007 N . ’ K . % F20°0'0"N
10°0'0"N F10°00"N
0°00" Foco"
10°00"8+ Fio00"s
2070078 Pontos de ocorréncia de [F20°0'0"8
Saccopteryx gymnura
30701078 - Area de ocorréncia da espécie F30°0'0"S
40°0078+ Fan°010"s
S0P0"S— 500108
60°010"S F60°0'0"S

T T 1 T 1 T T 1 Ll I
120°00"W 110°0°0"W  T00°00"W 90°0°0"W  BOCO'0"W  70°00"W - 60°0°0"W  S0°000"W 40°0'0"W - 30°0'0"W

Figura S16 Distribuicdo potencial de Saccopteryx gymnura
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Figura S17 Distribuicéo potencial de Thyroptera devivoi
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Figura S18 Distribuicéo potencial de Thyroptera lavali
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Figura S19 Distribuicdo potencial de Thyroptera wynneae
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Figura S20 Distribuicdo potencial de Tonatia bidens
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Figura S21 Distribuigéo potencial de Vampyressa pusilla
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